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1 [nccessonfGenename] Mo | escrptn |
DHX9_HUMAN||Q08211 DHX9 1925.3/|[{182808504..182856886| ATP-dependent RNA helicase A
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Click a modification site to display the information in detail.
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||87 "P ||Paper Cancer Res 2009, 69(6), 2663-2668

Protein Sequence

MGDVKNFLYA WCGKRKMTPS YEIRAVGNKN RQKFMCEVQV EGYNYTGMGN STNKKDAQSN AARDFVNYLV RINEIKSEEV PAFGVASPPP LTDTPDTTAN AEGDLPTTMG
GPLPPHLALK AENNSEVGAS GYGVPGPTWD RGANLKDYYS RKEEQEVQAT LESEEVDLNA GLHGNWTLEN AKARLNQYFQ KEKIQGEYKY TQVGPDHNRS FIAEMTIYIK QL
GRRIFARE HGSNKKLAAQ SCALSLVRQL YHLGVVEAYS GLTKKKEGET VEPYKVNLSQ DLEHQLQNII QELNLEILPP PEDPSVPVAL NIGKLAQFEP SQRQNQVGVV PWSPP
QSNWN PWTSSNIDEG PLAFATPEQI SMDLKNELMY QLEQDHDLQA ILQERELLPV KKFESEILEA ISQNSVVIIR GATGCGKTTQ VPQFILDDFI QNDRAAECNI VVTQPRRIS
A VSVAERVAFE RGEEPGKSCG YSVRFESILP RPHASIMFCT VGVLLRKLEA GIRGISHVIV DEIHERDINT DFLLVVLRDV VQAYPEVRIV LMSATIDTSM FCEYFFNCPI IEVYG
RTYPV QEYFLEDCIQ MTHFVPPPKD KKKKDKDDDG GEDDDANCNL ICGDEYGPET RLSMSQLNEK ETPFELIEAL LKYIETLNVP GAVLVFLPGW NLIYTMQKHL EMNPHFGS
HR YQILPLHSQI PREEQRKVFD PVPVGVTKVI LSTNIAETSI TINDVVYVID SCKQKVKLFT AHNNMTNYAT VWASKTNLEQ RKGRAGRVRP GFCFHLCSRA RFERLETHMT P
EMFRTPLHE TALSIKLLRL GGIGQFLAKA IEPPPLDAVI EAEHTLRELD ALDANDELTP LGRILAKLPI EPRFGKMMIM GCIFYVGDAI CTIAAATCFP EPFINEGKRL GYIHRNFAG
N RFSDHVALLS VFQAWDDARM GGEEAEIRFC EHKRLNMATL RMTWEAKVQL KEILINSGFP EDCLLTQVFT NTGPDNNLDV VISLLAFGVY PNVCYHKEKR KILTTEGRNA L
IHKSSVNCP FSSQDMKYPS PFFVFGEKIR TRAISAKGMT LVTPLQLLLF ASKKVQSDGQ IVLVDDWIKL QISHEAAACI TGLRAAMEAL VVEVTKQPAI ISQLDPVNER MLNMI

RQISR PSAAGINLMI GSTRYGDGPR PPKMARYDNG SGYRRGGSSY SGGGYGGGYS SGGYGSGGYG GSANSFRAGY GAGVGGGYRG VSRGGFRGNS GGDYRGPSGG YR
GSGGFQRG GGRGAYGTGY FGQGRGGGGY

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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