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EYBP_HUMA QOHB71 CACYBP iq25. 174968300..17498085 :alcyclln-blndlng protei
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Click a modification site to display the information in detail.
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|199 v p Lab “;g)OGZS-nagata-pOVTOKO-10mg.mgf[F01500

1199 Y P Paper ||Cell Rep 2014, 8(5), 1583-1594

Protein Sequence

MASEELQKDL EEVKVLLEKA TRKRVRDALT AEKSKIETEI KNKMQQKSQK KAELLDNEKP AAVVAPITTG
YTVKISNYGW DQSDKFVKIY ITLTGVHQVP TENVQVHFTE RSFDLLVKNL NGKSYSMIVN NLLKPISVEG
SSKKVKTDTV LILCRKKVEN TRWDYLTQVE KECKEKEKPS YDTETDPSEG LMNVLKKIYE DGDDDMKRT
I NKAWVESREK QAKGDTEF

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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