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Protein Sequence

MLFPLQVAAV TSSVRDDPLE HCVSPRTRAR SPEICKMADN LDEFIEEQKA RLAEDKAELE SDPPYMEMKG KLSAKLSENS KILISMAKEN IPPNSQQTRG SLGIDYGLSL PLGE
DYERKK HKLKEELRQD YRRYLTQGIT QGKRKKNFLS TSETDPSTLG VSLPIGERLS AKERLKLERN KEYNQFLRGK EESSEKFRQV EKSTEPKSQR NKKPIGQVKP DLTSQIQT
SC ENSEGPRKDV LTPSEAYEEL LNQRRLEEDR YRQLDDEIEL RNRRIIKKAN EEVGISNLKH QRFASKAGIP DRRFHRFNED RVFDRRYHRP DQDPEVSEEM DERFRYESDF
DRRLSRVYTN DRMHRNKRGN MPPMEHDGDV IEQSNIRISS AENKSAPDNE TSKSANQDTC SPFAGMLFGG EDRELIQRRK EKYRLELLEQ MAEQQRNKRR EKDLELRVAA
SGAQDPEKSP DRLKQFSVAP RHFEEMIPPE RPRIAFQTPL PPLSAPSVPP IPSVHPVPSQ NEDLRSGLSS ALGEMVSPRI APLPPPPLLP PLATNYRTPY DDAYYFYGSR NTFDPS
LAYY GSGMMGVQPA AYVSAPVTHQ LAQPVVNTVG QNELKITSDQ VINSGLIFED KPKPSKQSLQ SYQEALQQQI REREERRKKE REEKEEYEAK LEAEMRTYNP WGKGGGG
APL RDAKGNLITD LNRMHRQNID AYHNPDARTY EDKRAVVSLD PNLATSNAEN LEDAANKSSG HMQTQSSPFA RGNVFGEPPT ELQIKQQELY KNFLRFQIEE KKQREEAER
E RLRIAEEKEE RRLAEQRARI QQEYEEEQEK KREKEEEQRL KNEEHIRLAE ERQKEAERKK KEEEEKYNLQ LQHYCERDNL IGEETKHMRQ PSPIVPALQN KIASKLQRPP SV
DSIIRSFI HESSMSRAQS PPVPARKNQL RAEEEKKNVI MELSEMRKQL RSEERRLQER LLHMDSDDEI PIRKKERNPM DIFDMARHRL QAPVRRQSPK GLDAATFQNV HDFN
ELKDRD SETRVDLKFM YLDPPRDHHT LEIQQQALLR EQQKRLNRIK MQEGAKVDLD AIPSAKVREQ RMPRDDTSDF LKNSLLESDS AFIGAYGETY PAIEDDVLPP PSQLPSA
RER RRNKWKGLDI DSSRPNVAPD GLSLKSISSV NVDELRVRNE ERMRRLNEFH NKPINTDDES SLVDPDDIMK HIGDDGSNSV ATEPWLRPGT SETLKRFMAE QLNQEQQ
QIP GKPGTFTWQG LSTAHG
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