ModProt http://163.212.171.140/ModProt/home/show_detail ?p...

1 [accesion[cenename| oo | Description _
|CPZIP_HUMAN Q6JBY9 RCSD1 1q24.2|167599330..167675486 CapZ-interacting protein
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Click a modification site to display the information in detail.

Csteno | Aminoacid | Type | Dwen | bewn |
[179 s [P Lab |[100510-lunge533.mgf[F017499]

[179 s [P [[Lab ||100510-lungc126.mgf[F017483] |
179 s [P Lab 100510-lungc391.mgf[F017493]

179 s P Lab 100520-GIST-IM1.mgf[F017509]

[179 ls [P |Paper |3 Proteome Res 2013, 12(1), 260-271 |
179 s [P Paper Mol Cell Proteomics 2012, 11(9), 651-668

179 S (P Paper Mol Cell Proteomics 2014, 13(7), 1690-1704

Protein Sequence

MEERPAETNA NVDNSASPSV AQLAGRFREQ AAAAKETPAS KPTRRKPPCS LPLFPPKVDL GQNGEEKSPP NASHPPKFKV KSSPLIEKLQ ANLTF
DPAAL LPGASPKSPG LKAMVSPFHS PPSTPSSPGV RSRPSEAEEV PVSFDQPPEG SHLPCYNKVR TRGSIKRRPP SRRFRRSQSD CGELGDFRA
V ESSQQNGAKE EDGDEVLPSK SKAPGSPLSS EGAAGEGVRT LGPAEKPPLR RSPSRTEKQE EDRATEEAKN GEKARRSSEE VDGQHPAQEE V
PESPQTSGP EAENRCGSPR EEKPAGEEAE MEKATEVKGE RVQNEEVGPE HDSQETKKLE EGAAVKETPH SPPGGVKGGD VPKQEKGKEK QQE
GAVLEPG CSPQTGPAQL ETSSEVQSEP AVPKPEDDTP VQDTKM

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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