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1 [Accossion GeneName|_____CheNo. | pescription
|COF1_HUMAN||P23528 "CFLl ||11q13.1"65590493..65629497||C0fi|in-1 |
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Click a modification site to display the information in detail.

| Type | Division |  Detal |
|P |Lab |100626-nagata-pRMG2-10mg.mgf[F015004] |

E
68 |
68
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Y Lab 100626-nagata-pOVISE-10mg.mgf[F014998]
68 v p Lab é?O626-nagata-pOVMANA-10mg.mgf[F01500
68 Y P Paper Cell Rep 2014, 8(5), 1583-1594
68 Y P Paper ||Sci Signal 2010, 3(136), ra64

Protein Sequence

MASGVAVSDG VIKVFNDMKV RKSSTPEEVK KRKKAVLFCL SEDKKNIILE EGKEILVGDV GQTVDDPYAT
FVKMLPDKDC RYALYDATYE TKESKKEDLV FIFWAPESAP LKSKMIYASS KDAIKKKLTG IKHELQANCY
EEVKDRCTLA EKLGGSAVIS LEGKPL
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Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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