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Click a modification site to display the information in detail.
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Protein Sequence

MSSEPPPPPQ PPTHQASVGL LDTPRSRERS PSPLRGNVVP SPLPTRRTRT FSATVRASQG PVYKGVCKCF
CRSKGHGFIT PADGGPDIFL HISDVEGEYV PVEGDEVTYK MCSIPPKNEK LQAVEVVITH LAPGTKHETW
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Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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