
ID Accession GeneName Chr.No. Description

CHAP1_HUMAN Q96JM3 CHAMP1 13q34 115079988..115092796 Chromosome alignment-maintaining phosphoprotein 1

Modification Sites Map

Click a modification site to display the information in detail.
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Protein Sequence

MEAFQELRKP SARLECDHCS FRGTDYENVQ IHMGTIHPEF CDEMDAGGLG KMIFYQKSAK LFHCHKCFFT SKMYSNVYYH ITSKHASPDK WNDKPKNQLN KETDPVKSPP L
PEHQKIPCN SAEPKSIPAL SMETQKLGSV LSPESPKPTP LTPLEPQKPG SVVSPELQTP LPSPEPSKPA SVSSPEPPKS VPVCESQKLA PVPSPEPQKP APVSPESVKA TLSNPKP
QKQ SHFPETLGPP SASSPESPVL AASPEPWGPS PAASPESRKS ARTTSPEPRK PSPSESPEPW KPFPAVSPEP RRPAPAVSPG SWKPGPPGSP RPWKSNPSAS SGPWKPAKP
A PSVSPGPWKP IPSVSPGPWK PTPSVSSASW KSSSVSPSSW KSPPASPESW KSGPPELRKT APTLSPEHWK AVPPVSPELR KPGPPLSPEI RSPAGSPELR KPSGSPDLWK L
SPDQRKTSP ASLDFPESQK SSRGGSPDLW KSSFFIEPQK PVFPETRKPG PSGPSESPKA ASDIWKPVLS IDTEPRKPAL FPEPAKTAPP ASPEARKRAL FPEPRKHALF PELPKS
ALFS ESQKAVELGD ELQIDAIDDQ KCDILVQEEL LASPKKLLED TLFPSSKKLK KDNQESSDAE LSSSEYIKTD LDAMDIKGQE SSSDQEQVDV ESIDFSKENK MDMTSPEQ
SR NVLQFTEEKE AFISEEEIAK YMKRGKGKYY CKICCCRAMK KGAVLHHLVN KHNVHSPYKC TICGKAFLLE SLLKNHVAAH GQSLLKCPRC NFESNFPRGF KKHLTHCQSR
HNEEANKKLM EALEPPLEEQ QI

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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