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Click a modification site to display the information in detail.
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Protein Sequence

MAASGLDHLK NGYRRRFCRP SRARDINTEQ GQNVLEILQD CFEEKSLAND FSTNSTKSVP NSTRKIKDTC IQSPSKECQK SHPKSVPVSS KKKEASLQFV VEPSEATNRS VQ
AHEVHQKI LATDVSSKNT PDSKKISSRN INDHHSEADE EFYLSVGSPS VLLDAKTSVS QNVIPSSAQK RETYTFENSV NMLPSSTEVS VKTKKRLNFD DKVMLKKIEI DNKVS
DEEDK TSEGQERKPS GSSQNRIRDS EYEIQRQAKK SFSTLFLETV KRKSESSPIV RHAATAPPHS CPPDDTKLIE DEFIIDESDQ SFASRSWITI PRKAGSLKQR TISPAESTAL
LQGRKSREKH HNILPKTLAN DKHSHKPHPV ETSQPSDKTV LDTSYALIGE TVNNYRSTKY EMYSKNAEKP SRSKRTIKQK QRRKFMAKPA EEQLDVGQSK DENIHTSHIT QD
EFQRNSDR NMEEHEEMGN DCVSKKQMPP VGSKKSSTRK DKEESKKKRF SSESKNKLVP EEVTSTVTKS RRISRRPSDW WVVKSEESPV YSNSSVRNEL PMHHNSSRKS T

KKTNQSSKN IRKKTIPLKR QKTATKGNQR VQKFLNAEGS GGIVGHDEIS RCSLSEPLES DEADLAKKKN LDCSRSTRSS KNEDNIMTAQ NVPLKPQTSG YTCNIPTESN LDS

GEHKTSV LEESGPSRLN NNYLMSGKND VDDEEVHGSS DDSKQSKVIP KNRIHHKLVL PSNTPNVRRT KRTRLKPLEY WRGERIDYQG RPSGGFVISG VLSPDTISSK RKAKE

NIGKV NKKSNKKRIC LDNDERKTNL MVNLGIPLGD PLQPTRVKDP ETREIILMDL VRPQDTYQFF VKHGELKVYK TLDTPFFSTG KLILGPQEEK GKQHVGQDIL VFYVNFGDL
L CTLHETPYIL STGDSFYVPS GNYYNIKNLR NEESVLLFTQ IKR

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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