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CENPA_HU
MAN

P49450 CENPA
2p23.
3

26987157..27023
935

Histone H3-like centromeric pro
tein A

Modification Sites Map

Click a modification site to display the information in detail.
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Protein Sequence

MGPRRRSRKP EAPRRRSPSP TPTPGPSRRG PSLGASSHQH SRRRQGWLKE IRKLQKSTHL LIRKLPFSRL
AREICVKFTR GVDFNWQAQA LLALQEAAEA FLVHLFEDAY LLTLHAGRVT LFPKDVQLAR RIRGLEEGLG

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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