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Click a modification site to display the information in detail.

| Siteno [Aminoacid| Type | Divislon |  Detal

14 T p Lab \|;§J0626-nagata-pOVTOKO-10mg.mgf[F01500
14 T 3 Paper |13 Proteome Res 2013, 12(1), 260-271

14 T P Paper Mol Cell Proteomics 2009, 8(7), 1751-1764
14 T P Paper Mol Cell Proteomics 2010, 9(6), 1167-1181
14 T 3 Paper [[Mol Cell Proteomics 2015, 14(6), 1599-1615

Protein Sequence

MQKYEKLEKI GEGTYGTVFK AKNRETHEIV ALKRVRLDDD DEGVPSSALR EICLLKELKH KNIVRLHDVL

HSDKKLTLVF EFCDQDLKKY FDSCNGDLDP EIVKSFLFQL LKGLGFCHSR NVLHRDLKPQ NLLINRNGEL
KLADFGLARA FGIPVRCYSA EVVTLWYRPP DVLFGAKLYS TSIDMWSAGC IFAELANAGR PLFPGNDVDD
QLKRIFRLLG TPTEEQWPSM TKLPDYKPYP MYPATTSLVN VVPKLNATGR DLLQNLLKCN PVQRISAEEA

LQHPYFSDFC PP

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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