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|§DK3_HUMA “Q00526 |CDK3 17q25. “33996987..7400208 |§yclln-dependent kinase
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Click a modification site to display the information in detail.
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Protein Sequence

MDMFQKVEKI GEGTYGVVYK AKNRETGQLV ALKKIRLDLE MEGVPSTAIR EISLLKELKH PNIVRLLDVV

HNERKLYLVF EFLSQDLKKY MDSTPGSELP LHLIKSYLFQ LLQGVSFCHS HRVIHRDLKP QNLLINELGA I
KLADFGLAR AFGVPLRTYT HEVVTLWYRA PEILLGSKFY TTAVDIWSIG CIFAEMVTRK ALFPGDSEID QL
FRIFRMLG TPSEDTWPGYV TQLPDYKGSF PKWTRKGLEE IVPNLEPEGR DLLMQLLQYD PSQRITAKTA LA
HPYFSSPE PSPAARQYVL QRFRH

Backcolor of amino acid :
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Yellow -> site of modification. gray -> in front of processing
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