
ID Accession GeneName Chr.No. Description

CCPG1_HUMAN Q9ULG6 CCPG1 15q21.3 55632230..55700708 Cell cycle progression protein 1

Modification Sites Map

Click a modification site to display information in detail.
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Protein Sequence

MSENSSDSDS SCGWTVISHE GSDIEMLNSV TPTDSCEPAP ECSSLEQEEL QALQIEQGES SQNGTVLMEE TAYPALEETS STIEAEEQKI PEDSIYIGTA SDDSDIVTLE PPKL
EEIGNQ EVVIVEEAQS SEDFNMGSSS SSQYTFCQPE TVFSSQPSDD ESSSDETSNQ PSPAFRRRRA RKKTVSASES EDRLVAEQET EPSKELSKRQ FSSGLNKCVI LALVIAI
SMG FGHFYGTIQI QKRQQLVRKI HEDELNDMKD YLSQCQQEQE SFIDYKSLKE NLARCWTLTE AEKMSFETQK TNLATENQYL RVSLEKEEKA LSSLQEELNK LREQIRILED
KGTSTELVKE NQKLKQHLEE EKQKKHSFLS QRETLLTEAK MLKRELERER LVTTALRGEL QQLSGSQLHG KSDSPNVYTE KKEIAILRER LTELERKLTF EQQRSDLWER LYVE
AKDQNG KQGTDGKKKG GRGSHRAKNK SKETFLGSVK ETFDAMKNST KEFVRHHKEK IKQAKEAVKE NLKKFSDSVK STFRHFKDTT KNIFDEKGNK RFGATKEAAE KPRT
VFSDYL HPQYKAPTEN HHNRGPTMQN DGRKEKPVHF KEFRKNTNSK KCSPGHDCRE NSHSFRKACS GVFDCAQQES MSLFNTVVNP IRMDEFRQII QRYMLKELDT FCHW
NELDQF INKFFLNGVF IHDQKLFTDF VNDVKDYLRN MKEYEVDNDG VFEKLDEYIY RHFFGHTFSP PYGPRSVYIK PCHYSS

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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