
ID Accession GeneName Chr.No. Description

CCNL2_HUMAN Q96S94 CCNL2 1p36.33 1321091..1334708 Cyclin-L2

Modification Sites Map

Click a modification site to display information in detail.
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Protein Sequence

MAAAAAAAGA AGSAAPAAAA GAPGSGGAPS GSQGVLIGDR LYSGVLITLE NCLLPDDKLR FTPSMSSGLD TDTETDLRVV GCELIQAAGI LLRLPQVAMA TGQVLFQRFF YTK
SFVKHSM EHVSMACVHL ASKIEEAPRR IRDVINVFHR LRQLRDKKKP VPLLLDQDYV NLKNQIIKAE RRVLKELGFC VHVKHPHKII VMYLQVLECE RNQHLVQTSW NYMND
SLRTD VFVRFQPESI ACACIYLAAR TLEIPLPNRP HWFLLFGATE EEIQEICLKI LQLYARKKVD LTHLEGEVEK RKHAIEEAKA QARGLLPGGT QVLDGTSGFS PAPKLVESPK E
GKGSKPSPL SVKNTKRRLE GAKKAKADSP VNGLPKGRES RSRSRSREQS YSRSPSRSAS PKRRKSDSGS TSGGSKSQSR SRSRSDSPPR QAPRSAPYKG SEIRGSRKSK D
CKYPQKPHK SRSRSSSRSR SRSRERADNP GKYKKKSHYY RDQRRERSRS YERTGRRYER DHPGHSRHR

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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