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[TMEM30A ||6q14.1|75962640..75994684||Cell cycle control protein 50A||]
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Click a modification site to display information in detail.
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Glyco 130626_Gly_S_MGFPeaklist. ngf[F015371]
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Protein Sequence

MAMNYNAKDE VDGGPPCAPG GTAKTRRPDN TAFKQQRLPA WQPILTAGTV LPIFFIIGLI FIPIGIGIFV TSNNIREIEI DYTGTEPSSP

CNKCLSPDVT PCFCTINFTL EKSFEGNVFM YYGLSNFYQN HRRYVKSRDD SQLNGDSSAL LNPSKECEPY RRNEDKPIAP CGAIANSM
FN DTLELFLIGN DSYPIPIALK KKGIAWWTDK NVKFRNPPGG DNLEERFKGT TKPVNWLKPV YMLDSDPDNN GFINEDFIVW MRTAA
LPTFR KLYRLIERKS DLHPTLPAGR YSLNVTYNYP VHYFDGRKRM ILSTISWMGG KNPFLGIAYI AVGSISFLLG VVLLVINHKY RNSSN

Backcolor of amino acid :
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Yellow -> site of modification. gray -> in front of processing
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