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0 [ccomsion|cenename| ____chrNo | bescription___
CBL_HUMAN||P22681 CBL 11923.3|{119076752..119178859||E3 ubiquitin-protein ligase CBL|
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Click a modification site to display information in detail.

[siteno | aminoacis | type | oweon | o |
A —

674 Y b |[100407-nagata-pMCAS-10mg.mgf[F014984]

674 Y [P |[Lab 100407-nagata-pMCAS-10mg.mgf[F014984]

674 Y I |[ab 100407-nagata-pOVCAR3-10mg-MGF.mgf[F014985]
674 Y I ||ab 100626-nagata-pOVCAR3-10mg.mgf[F014996]

674 Y || |lab 100626-nagata-pOVISE-10mg.mgf[F014998]

674 Y P |lLab 100626-nagata-pOVMANA-10mg.mgf[F015000]

674 Y P |[Paper Cell Rep 2014, 8(5), 1583-1594

Protein Sequence

MAGNVKKSSG AGGGSGSGGS GSGGLIGLMK DAFQPHHHHH HHLSPHPPGT VDKKMVEKCW KLMDKVVRLC QNPKLALKNS PPYILDLLPD TYQHLRTILS RYEGKMETLG
ENEYFRVFME NLMKKTKQTI SLFKEGKERM YEENSQPRRN LTKLSLIFSH MLAELKGIFP SGLFQGDTFR ITKADAAEFW RKAFGEKTIV PWKSFRQALH EVHPISSGLE AMAL
KSTIDL TCNDYISVFE FDIFTRLFQP WSSLLRNWNS LAVTHPGYMA FLTYDEVKAR LQKFIHKPGS YIFRLSCTRL GQWAIGYVTA DGNILQTIPH NKPLFQALID GFREGFYLF
P DGRNQNPDLT GLCEPTPQDH IKVTQEQYEL YCEMGSTFQL CKICAENDKD VKIEPCGHLM CTSCLTSWQE SEGQGCPFCR CEIKGTEPIV VDPFDPRGSG SLLRQGAEGA
PSPNYDDDDD ERADDTLFMM KELAGAKVER PPSPFSMAPQ ASLPPVPPRL DLLPQRVCVP SSASALGTAS KAASGSLHKD KPLPVPPTLR DLPPPPPPDR PYSVGAESRP QRR
PLPCTPG DCPSRDKLPP VPSSRLGDSW LPRPIPKVPV SAPSSSDPWT GRELTNRHSL PFSLPSQMEP RPDVPRLGST FSLDTSMSMN SSPLVGPECD HPKIKPSSSA NAIYSL
AARP LPVPKLPPGE QCEGEEDTEY MTPSSRPLRP LDTSQSSRAC DCDQQIDSCT YEAMYNIQSQ APSITESSTF GEGNLAAAHA NTGPEESENE DDGYDVPKPP VPAVLARRT
L SDISNASSSF GWLSLDGDPT TNVTEGSQVP ERPPKPFPRR INSERKAGSC QQGSGPAASA ATASPQLSSE IENLMSQGYS YQDIQKALVI AQNNIEMAKN ILREFVSISS P
AHVA

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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