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143 [T P b 140320_Agarose_.mgf[F017423]

143 T I |[ab 110218_pOVKATE_3.mgf[F017465]

143 T I3 |[Lab 110218_pOVSAYO_1.mgf[F017469]

143 T I ||Lab 110218_pOVSAYO_3.mgf[F017471]

143 T P |lLab 110218_pRMG1_3.mgf[F017474]

143 T P |lLab 100627_akimura_pOVISE_2.mgf[F017440]
143 T [P [[Lab 100520-GIST-IM2.mgf[F017512]

143 T P |[Paper Sci Signal 2011, 4(179), rs5

Protein Sequence

MADRRRQRAS QDTEDEESGA SGSDSGGSPL RGGGSCSGSA GGGGSGSLPS QRGGRTGALH LRRVESGGAK SAEESECESE DGIEGDAVLS DYESAEDSEG EEGEYSEEE

N SKVELKSEAN DAVNSSTKEE KGEEKPDTKS TVTGERQSGD GQESTEPVEN KVGKKGPKHL DDDEDRKNPA YIPRKGLFFE HDLRGQTQEE EVRPKGRQRK LWKDEGRW

EH DKFREDEQAP KSRQELIALY GYDIRSAHNP DDIKPRRIRK PRYGSPPQRD PNWNGERLNK SHRHQGLGGT LPPRTFINRN AAGTGRMSAP RNYSRSGGFK EGRAGFRPV
E AGGQHGGRSG ETVKHEISYR SRRLEQTSVR DPSPEADAPV LGSPEKEEAA SEPPAAAPDA APPPPDRPIE KKSYSRARRT RTKVGDAVKL AEEVPPPPEG LIPAPPVPET TPT
PPTKTGT WEAPVDSSTS GLEQDVAQLN IAEQNWSPGQ PSFLQPRELR GMPNHIHMGA GPPPQFNRME EMGVQGGRAK RYSSQRQRPV PEPPAPPVHI SIMEGHYYDP LQF

QGPIYTH GDSPAPLPPQ GMLVQPGMNL PHPGLHPHQT PAPLPNPGLY PPPVSMSPGQ PPPQQLLAPT YFSAPGVMNF GNPSYPYAPG ALPPPPPPHL YPNTQAPSQV YGGVTY
YNPA QQQVQPKPSP PRRTPQPVTI KPPPPEVVSR GS

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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