ModProt http://163.212.171.149/ModProt/home/show_detail...

1 [Accession[GeneName] ____CheNo. | Description |
CAPS2_HUMAN||Q86UW7 |[CADPS2 7931.32|(121958481..122526813||Calcium-dependent secretion activator 2,
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[siteno | aminoacia | type | oweon | o |
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58 s [lab  |[140320_HEK_SCE_.mgf[F017428]

58 5 [P |[Paper J Proteome Res 2013, 12(1), 260-271

58 5 I |[Paper Mol Cell Proteomics 2010, 9(6), 1047-1062
58 s I3 |[Paper |[Mol cell Proteomics 2010, 9(7), 1540-1553
58 s I |[Paper |[Mor cell Proteomics 2012, 11(9), 651-668
58 S P |[Paper |Isci signal 2011, 4(164), rs3

Protein Sequence

MLDPSSSEEE SDEGLEEESR DVLVAAGSSQ RAPPAPTREG RRDAPGRAGG GGAARSVSPS PSVLSEGRDE PQRQLDDEQE RRIRLQLYVF VVRCIAYPFN AKQPTDMARR Q
QKLNKQQLQ LLKERFQAFL NGETQIVADE AFCNAVRSYY EVFLKSDRVA RMVQSGGCSA NDFREVFKKN IEKRVRSLPE IDGLSKETVL SSWIAKYDAI YRGEEDLCKQ PNR
MALSAVS ELILSKEQLY EMFQQILGIK KLEHQLLYNA CQLDNADEQA AQIRRELDGR LQLADKMAKE RKFPKFIAKD MENMYIEELR SSVNLLMANL ESLPVSKGGP EFKLQKL
KRS QNSAFLDIGD ENEIQLSKSD VVLSFTLEIV IMEVQGLKSV APNRIVYCTM EVEGEKLQTD QAEASRPQWG TQGDFTTTHP RPVVKVKLFT ESTGVLALED KELGRVILYP
TSNSSKSAEL HRMVVPKNSQ DSDLKIKLAV RMDKPAHMKH SGYLYALGQK VWKRWKKRYF VLVQVSQYTF AMCSYREKKS EPQELMQLEG YTVDYTDPHP GLQGGCMFFN
AVKEGDTVIF ASDDEQDRIL WVQAMYRATG QSYKPVPAIQ TQKLNPKGGT LHADAQLSGK DADRFQKHGM DEFISANPCK LDHAFLFRIL QRQTLDHRLN DSYSCLGWFS P
GQVFVLDEY CARYGVRGCH RHLCYLAELM EHSENGAVID PTLLHYSFAF CASHVHGNRP DGIGTVSVEE KERFEEIKER LSSLLENQIS HFRYCFPFGR PEGALKATLS LLERV
LMKDI ATPIPAEEVK KVVRKCLEKA ALINYTRLTE YAKIEETMNQ ASPARKLEEI LHLAELCIEV LQQNEEHHAE GREAFAWWPD LLAEHAEKFW ALFTVDMDTA LEAQPQDS
WD SFPLFQLLNN FLRNDTLLCN GKFHKHLQEI FVPLVVRYVD LMESSIAQSI HRGFEQETWQ PVKNIANSLP NVALPKVPSL PLNLPQIPNI STASWMPSLY ESTNGSATSE D
LFWKLDALQ MFVFDLHWPE QEFAHHLEQR LKLMASDMLE ACVKRTRTAF ELKLQKASKT TDLRIPASVC TMFNVLVDAK KQSTKLCALD GGQEQQYHSK IDDLIDNSVK EII
SLLVSKF VSVLEGVLSK LSRYDEGTFF SSILSFTVKA AAKYVDVPKP GMDLADTYIM FVRQNQDILR EKVNEEMYIE KLFDQWYSSS MKVICVWLTD RLDLQLHIYQ LKTLIKI
VKK TYRDFRLQGV LEGTLNSKTY DTVHRRLTVE EATASVSEGG GLQGITMKDS DEEEE

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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