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CAPON_HUMAN|(075052 NOS1AP 1923.3||{162039564..162353321||Carboxyl-terminal PDZ ligand of neuronal nitric oxide synthase protein
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Click a modification site to display information in detail.
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266 s P en 130415_HEK_CE_tphos.mgf[F015009]
266 s I |[Paper Cancer Res 2009, 69(6), 2663-2668
266 S [P |[Paper Cell Rep 2014, 8(5), 1583-1594

266 s I |[Paper 1 Proteome Res 2008, 7(3), 1346-1351
266 s I |[Paper J Proteome Res 2013, 12(1), 260-271
266 s P |[Paper J Proteomics 2014, 96, 253-262

266 s P |[Paper Mol Cell 2008, 31(3), 438-448

266 s P |[Paper |[sci signal 2010, 3(104), ra3

Protein Sequence

MPSKTKYNLV DDGHDLRIPL HNEDAFQHGI CFEAKYVGSL DVPRPNSRVE IVAAMRRIRY EFKAKNIKKK KVSIMVSVDG VKVILKKKKK LLLLQKKEWT WDESKMLVMQ DP
IYRIFYVS HDSQDLKIFS YIARDGASNI FRCNVFKSKK KSQAMRIVRT VGQAFEVCHK LSLQHTQQNA DGQEDGESER NSNSSGDPGR QLTGAERAST ATAEETDIDA VEVP
LPGNDV LEFSRGVTDL DAVGKEGGSH TGSKVSHPQE PMLTASPRML LPSSSSKPPG LGTETPLSTH HQMQLLQQLL QQQQQQTQVA VAQVHLLKDQ LAAEAAARLE AQAR
VHQLLL QNKDMLQHIS LLVKQVQELE LKLSGQNAMG SQDSLLEITF RSGALPVLCD PTTPKPEDLH SPPLGAGLAD FAHPAGSPLG RRDCLVKLEC FRFLPPEDTP PPAQGEAL
LG GLELIKFRES GIASEYESNT DESEERDSWS QEELPRLLNV LQRQELGDGL DDEIA

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing

1/1 16/01/14 14:41



