
ID Accession GeneName Chr.No. Description

CAP1_HUMAN Q01518 CAP1 1p34.2 40505905..40538321 Adenylyl cyclase-associated protein 1

Modification Sites Map

Click a modification site to display information in detail.

Site no Amino acid Type Division Detail

Protein Sequence

MADMQNLVER LERAVGRLEA VSHTSDMHRG YADSPSKAGA APYVQAFDSL LAGPVAEYLK ISKEIGGDVQ KHAEMVHTGL KLERALLVTA SQCQQPAENK LSDLLA
PISE QIKEVITFRE KNRGSKLFNH LSAVSESIQA LGWVAMAPKP GPYVKEMNDA AMFYTNRVLK EYKDVDKKHV DWVKAYLSIW TELQAYIKEF HTTGLAWSKT GP
VAKELSGL PSGPSAGSCP PPPPPCPPPP PVSTISCSYE SASRSSLFAQ INQGESITHA LKHVSDDMKT HKNPALKAQS GPVRSGPKPF SAPKPQTSPS PKRATKKEPA
VLELEGKKWR VENQENVSNL VIEDTELKQV AYIYKCVNTT LQIKGKINSI TVDNCKKLGL VFDDVVGIVE IINSKDVKVQ VMGKVPTISI NKTDGCHAYL SKNSLDCEI
V SAKSSEMNVL IPTEGGDFNE FPVPEQFKTL WNGQKLVTTV TEIA

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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