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|CALU_HUMAN|(043852  ||CALU ||7a32.1(128379346..128411861|/Calumenin |
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Protein Sequence

MDLRQFLMCL SLCTAFALSK PTEKKDRVHH EPQLSDKVHN DAQSFDYDHD AFLGAEEAKT FDQLTPEESK ERLG
KIVSKI DGDKDGFVTV DELKDWIKFA QKRWIYEDVE RQWKGHDLNE DGLVSWEEYK NATYGYVLDD PDPDDG
FNYK QMMVRDERRF KMADKDGDLI ATKEEFTAFL HPEEYDYMKD IVVQETMEDI DKNADGFIDL EEYIGDMYSH
DGNTDEPEWV KTEREQFVEF RDKNRDGKMD KEETKDWILP SDYDHAEAEA RHLVYESDQN KDGKLTKEEI VD
KYDLFVGS QATDFGEALV RHDE

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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