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10 |accession[cenename] ____chrNo____|bescription

CALM_HUMAN|P62158

CALM1

19q13.32(|47104331..47114050 | Calmodulin

Modification Sites Map
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Click a modification site to display information in detail.

 Division | Detal |

Y P

100 Lab ||;'00626'nagata‘pRMG1-10mg_mgf[F015003

100 Y o ||]100626-nagata-pRMG1-10mg.mgf[F015003

100 Y Lab ||;?0626'nagata-pRMUGS-10mg.mgf[F01 500

100 Y Lab ||]100407-nagata-pMCAS-10mg.mgf[F014984
100407-nagata-pOVCAR3-10mg-MGF.mgf[F

> i - ||014985]

100 Y Lab ||]100407-nagata—pOVISE—10mg.mgf[F014987

100 Y Lab 100407-nagata-pOVKATE-10mg.mgf[F0149
88]

100 Y Lab 100407-nagata-pOVMANA-10mg.mgf[F0149
89]

100 Y Lab 100407-nagata-pOVSAYO-10mg.mgf[F0149
90]

100 Y 1505 ||]100407-nagata-pRMG1-10mg.mgf[F014992

100 Y Lab || ]100407-nagata—pRMG2-10mg.mgf[F014993

100 Y Lab ||]100626'nagata-pMCAS-10mg.mgf[F014995
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100 v P Lab 100626-nagata-pOVCAR3-10mg.mgf[F0149
96]

100 v o Lab || ]100626-nagata-pOVHO-10mg.mgf[F014997

100 v o . || ]100626-nagata-pOVISE-10mg.mgf[F014998

100 v P Lab 100626-nagata-pOVKATE-10mg.mgf[F0149
99]

100 v P Lab 100626-nagata-pOVMANA-10mg.mgf[F0150
00]

100 v p Lab 100626-nagata-pOVSAYO-10mg.mgf[FO150
01]

100 v P Lab 100626-nagata-pOVTOKO-10mg.mgf[FO0150
02]

100 Y 3 Lab 100629-pYGIST-IM1.mgf[F017525]

[100 [y [P [Lab 100629-pYGIST-R1.mgf[F017526]

100 Y P Lab 100629-pYGIST-W1.mgf[F017527]

[100 [y [P [Lab 100629-pYGIST-IM2.mgf[F017528]

100 Y P Lab 100629-pYGIST-R2.mgf[F017529]

[100 [y lp [Lab 100629-pYGIST-W2.mgf[F017530]

100 Y P Paper Cell Rep 2014, 8(5), 1583-1594

[100 [y [P [Paper J Proteome Res 2013, 12(1), 260-271
Proc Natl Acad Sci USA 2008, 105(38), 107

100 Y P Paper 62-10767

100 Y P Paper ||Sci Signal 2009, 2(84), ra46

Protein Sequence

MADQLTEEQI AEFKEAFSLF DKDGDGTITT KELGTVMRSL GQNPTEAELQ DMINEVDADG NGTIDFPE

FL TMMARKMKDT DSEEEIREAF RVFDKDGNGY ISAAELRHVM TNLGEKLTDE EVDEMIREAD IDGDG

QVNYE EFVQMMTA

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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