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1 [Accession|GeneName] ___ChrNo. | Description |
CAH2_HUMAN|P00918  ([CA2 8q21.2|(86376081..86393722 Carbonic anhydrase 2||
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Click a modification site to display information in detail.
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Protein Sequence

MSHHWGYGKH NGPEHWHKDF PIAKGERQSP VDIDTHTAKY DPSLKPLSVS YDQATSLRIL NNGHAF
NVEF DDSQDKAVLK GGPLDGTYRL IQFHFHWGSL DGQGSEHTVD KKKYAAELHL VHWNTKYGDF G
KAVQQPDGL AVLGIFLKVG SAKPGLQKVV DVLDSIKTKG KSADFTNFDP RGLLPESLDY WTYPGSLTT
P PLLECVTWIV LKEPISVSSE QVLKFRKLNF NGEGEPEELM VDNWRPAQPL KNRQIKASF

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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