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1 [Accomsonfoeniame] ____cneMo. | bescrptin |
CADM1_HUMAN||Q9BY67 CADM1 11923.3|[115039938..115375675||Cell adhesion molecule 1
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Click a modification site to display information in detail.

[siteno | Aminoacia | Type | Dwison | et
P Lab

422 T 130327_HEK_ME_pphos.mgf[F015008]
422 T [P |lLab 130327_HEK_ME_pphos.mgf[F015008]
422 T [P |lLab 130415_HEK_CE_tphos.mgf[F015009]
422 T [P [[Lab 130415_HEK_ME_tphos.mgf[F015010]
422 T P |lLab 130415_HEK_ME_tphos.mgf[F015010]

Protein Sequence

MASVVLPSGS QCAAAAAAAA PPGLRLRLLL LLFSAAALIP TGDGQNLFTK DVTVIEGEVA TISCQVNKSD DSVIQLLNPN RQTIYFRDFR PLKDSRFQLL NFSSSELKVS LT
NVSISDEG RYFCQLYTDP PQESYTTITV LVPPRNLMID IQKDTAVEGE EIEVNCTAMA SKPATTIRWF KGNTELKGKS EVEEWSDMYT VTSQLMLKVH KEDDGVPVIC QV
EHPAVTGN LQTQRYLEVQ YKPQVHIQMT YPLQGLTREG DALELTCEAI GKPQPVMVTW VRVDDEMPQH AVLSGPNLFI NNLNKTDNGT YRCEASNIVG KAHSDYMLYV Y
DPPTTIPPP TTTTTTTTTT TTTILTIITD SRAGEEGSIR AVDHAVIGGV VAVVVFAMLC LLIILGRYFA RHKGTYFTHE AKGADDAADA DTAIINAEGG QNNSEEKKEY F

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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