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[ [accosionfoenename] Mo | _____description___|
C43BP_HUMAN|/Q9Y5P4 COL4A3BP |/5913.3(|74664311..74807963||Collagen type IV alpha-3-binding protein
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Click a modification site to display information in detail.

[ Steno | Aminoscia | Type | Diwisin | Dean |

380 s 110218_pOVMANA_1.mgf[F017466]
380 s I |[ab 110218_pOVMANA_2.mgf[F017467]
380 s P |[Paper J Proteome Res 2013, 12(1), 260-271
380 s P |[Paper J Proteomics 2011, 75(4), 1343-1356
380 3 P |[Paper Sci Signal 2011, 4(179), rs5

Protein Sequence

MSDNQSWNSS GSEEDPETES GPPVERCGVL SKWTNYIHGW QDRWVVLKNN ALSYYKSEDE TEYGCRGSIC LSKAVITPHD FDECRFDISV NDSVWYLRAQ DPDHRQQWI
D AIEQHKTESG YGSESSLRRH GSMVSLVSGA SGYSATSTSS FKKGHSLREK LAEMETFRDI LCRQVDTLQK YFDACADAVS KDELQRDKVV EDDEDDFPTT RSDGDFLHST
NGNKEKLFPH VTPKGINGID FKGEAITFKA TTAGILATLS HCIELMVKRE DSWQKRLDKE TEKKRRTEEA YKNAMTELKK KSHFGGPDYE EGPNSLINEE EFFDAVEAAL DRQ
DKIEEQS QSEKVRLHWP TSLPSGDAFS SVGTHRFVQK PYSRSSSMSS IDLVSASDDV HRFSSQVEEM VQNHMTYSLQ DVGGDANWQL VVEEGEMKVY RREVEENGIV LD
PLKATHAV KGVTGHEVCN YFWNVDVRND WETTIENFHV VETLADNAII IYQTHKRVWP ASQRDVLYLS VIRKIPALTE NDPETWIVCN FSVDHDSAPL NNRCVRAKIN VAMI
CQTLVS PPEGNQEISR DNILCKITYV ANVNPGGWAP ASVLRAVAKR EYPKFLKRFT SYVQEKTAGK PIL

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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