
ID Accession GeneName Chr.No. Description

C2CD3_HUMAN Q4AC94 C2CD3 11q13.4 73723763..73882255 C2 domain-containing protein 3

Modification Sites Map

Click a modification site to display information in detail.

Site no Amino acid Type Division Detail

2018 S P Lab 110218_pRMUGS_3.mgf[F017481]

2018 S P Lab 110218_pRMUGS_4.mgf[F017482]

2018 S P Lab 110218_pOVKATE_3.mgf[F017465]

2018 S P Lab 110218_pRMG1_1.mgf[F017472]

2018 S P Lab 110218_pRMG1_2.mgf[F017473]

2018 S P Lab 110218_pRMG2_2.mgf[F017476]

2018 S P Lab 110218_pRMG2_4.mgf[F017478]

2018 S P Paper Mol Cell Proteomics 2012, 11(9), 651-668

2018 S P Paper Proc Natl Acad Sci USA 2014, 111(21), E2182-E2190

Protein Sequence

MKQRKGQGSG GSRGRKKRGL SDISPSTSLP PLVEGQLRCF LKLTVNRVIW KIAKPPTCVL VRVRWWGETS DGTLFCPRDA LQTEPKAVRT TTRYAIRCGP KQFTSYLTDM AV
LVLEVITK LDGLPIGRVQ INGLAQLSPT HQINGFFTIV SSTSKKLGEL QVSLALEPLS ETYDSYHPLP TTDMTENVLL SKQGFRENTE PSSTQFQVPS RPRDIHTIKI DGKELAAN
SS RSTTPRGKDH VCFAENPDTI KDSSFGLQHS LNSGQSLESV TLKGRAPRKQ MSLLNSSEFQ PQIRTVAKSH SDSCILSSNN LPTKDLLSAL LEQGNKLRNA MVISAMKSSP
ETSMLLDQVH PPINEDSLRA STQIRAFSRN RFKDHIEDHL LPSTENTFWR HDTKADTRAI QLLLGSAELS QGNFWDGLGS PPDSPSPGSD VYCISELNDP QYDQSLLENL FYT
APKSDTS ISDFLSEEDD IVPSKKISQS TALARSSKVL ESSDHKLKKR SAGKRNRNLV EQQMLSETPE DAQTMTLSVD RLALLGRTHS VRIIIETMGV PPDSPQMTPG KKSYAG
PPPK VTTAKKRTFF VEYHFPVGFS ESGLGKTALI TEVVRLASSK ITDGKVKFQQ RFVFPVQFGG PMIEHWWNSN LTFQIYVKKT PQKKPEVIGS VSLSLRAVIQ SELLSFSDQL
PVQQENGQSP FGPLKVTMEL ITDNKDFTGI NTKLSGNTHY TPLCAPTSPN KALPELNQDM TCTKNPQNLN QIHEETAKKA QNLVLPNRKS PSPVAPHPST FVATPASHNL VNQ
TNGTTKE SALLLHVLLM VPDGKDFISG ESEKQSPCNV YLNCKLFSTE EVTRSVIAWG TTQPVFNFSQ VIPVSLSSKY LERLKNNVMV IETWNKVRSP GQDKLLGLVK LPLHQF
YMSF KDAKISRLLL DAQYPVVAVD SYMPVIDVFS GHQNGSLRVF LAMGSSNQIM ALQRLKNEEG TLPPFSPRPA HFLDQPTAAS VAMAEDRGNG LMEHCFEIHI EMVKGLAP
LQ ATVWGEADCY VQYYFPVQHS QSSVLKGPEF LENGITLKPF RTATTLCVPD PIFNSEHHHS LLLPAEVPVQ RLLLSAFSAQ GLVPGGGVQF EIWCRYYYPN VRDQKVAKGT L
PLSRICAMV TTQHREDVGI QTFNLPLTPR IENRKELRNQ SSGLLDVGLR YRRSPRTAEG VLAARTVSIS VQIIRACGLQ AAAKALAERE PALQFSATVG VNASVTTHLS FLPQG
EQRRT HPVACSFCPE FSHHVEFTCN LVTQHCSGEA CFLAELLEFA EVIFAVYHEN TKSASDIISI ESCKEYLLGV VKVPTKELLI KRSGITGWYP IILPEDGGLP HGLELMQKIV
GGLELSISFT HRGDRERVLE AAEHLGWSFE NSLKDFVRMD EGEPATVTIS TPRLWLPIHC VLLAGHNHIH KNTYCYLRYK FYDHEAFWTP LKKPKESVNK KQIMVTFKAS KRA
EVTRGPS LLWYFREERL EIQVWRAYGN DSVERPHQTD SWIGSAYVDL ARLGERSART LTVSGVYPLF GRNASNLSGA ALRVHVVLSS LSSHLEPTHE LDSMDCSSHS ESEQL
PRRND EVQLSPPEVI SCHQKSPAST QVPCSSTTAE VRLTQEGPAD LDGTFAVSIL VERAMHLSLK GSPLTERKVS IPSCCVSFAT ADESSPVYTQ VVENTDSPIW NFQQQSRL
SK ELLLDPQQTL VFKVWHKGDE ERVIGFASVD LSPLLSGFQF VCGWYNITDF SGECQGQIKV AVSPLESLIH FKEERQARRG VETSKSLIPI YSPFSFPASD TYAAFSSHMA R
QTLDQLAHA SSKELDFSSP GRSDTTRSQA SRHEEHVQNI RRFHESLHLQ GEAPLPCDDK LTTSPLSSQT SILTSLRKNL SELDQIQRYF RQKLTKPFLP LSPQTQTAIS QHQES
CRDHL GPGASSLDPG SQCILEKSSN LVLQVSSLIT DLQTITRDSQ AALSSHRARS RSNKATTLPD AQDTEALQER CTMPDEPLVR APDKGTDSPS PPPLEETSNG GRMLHES
LRH AVPITRMQSS EDTEAGPAYS DEDYEEDIIE PRTLNEITTV TDKTSPWSSV ISDTSEVISP QPDEVQREGP SCPSPGPFCR EELMVKSSFL SSPERAVNPH LPRQGSPSQS
LVACECEASK ARVGGESASA NPQPIPCPTL SGAQQSSTFV GWSSPQTDQN KEPKSEAPAE NEAATSELGD SADSFKKLPL NLASQSRREN HKGPPIDSSD IRQRQVTTGS E
TSTKQSLLL PGPIVVPNFF LPPQQLEASL RMLSLSATLP PAATTDQDKS EATRGALSQR PCRPRPNSLP LNLPEEETLR IARIFSSQYS QK

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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