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1 _|accession|eneName| _chrNo. | Description____|

C1QBP_ 17p1 5336097..
HUMAN ||Q°7021 ||C1QBP ||5352150

Complement component 1 Q subcompon
ent-binding protein, mitochondrial
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Click a modification site to display information in detail.

mmml

130327_HEK_ME_pphos.mgf[F015008]
Paper Sci Signal 2009, 2(84), ra46
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Protein Sequence

MLPLLRCVPR VLGSSVAGLR AAAPASPFRQ LLQPAPRLCT RPFGLLSVRA GSERRPGLLR PRGPCACGC
G CGSLHTDGDK AFVDFLSDEI KEERKIQKHK TLPKMSGGWE LELNGTEAKL VRKVAGEKIT VTFNIN

NSIP PTFDGEEEPS QGQKVEEQEP ELTSTPNFVV EVIKNDDGKK ALVLDCHYPE DEVGQEDEAE SDIF
SIREVS FQSTGESEWK DTNYTLNTDS LDWALYDHLM DFLADRGVDN TFADELVELS TALEHQEYIT F

LEDLKSFVK S

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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