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Click a modification site to display information in detail.

[ Steno | Aminoscid | Type | Dwison | pewt |
47 s P b |[130327_HEK_ME_pphos.mgf[Fo15008] |
479 s I |[Paper Cell 2006, 127(3), 635-648

479 3 P |[Paper Cell Rep 2014, 8(5), 1583-1594

479 S P |[Paper Sci Signal 2009, 2(84), ra46

Protein Sequence

MATSMAAASG RFESAKSIEE RKEQTRNARA EVLRQAKANF EKEERRKELK RLRGEDTWML PDVNERIEQF SQEHSVKKKK KKDKHSKKAK KEKKKKSKKQ KYEKNNESSD
SSSSSEDEWV EAVPSQTPDK EKAWKVKDEK SGKDDTQIIK RDEWMTVDFM SVKTVSSSSL KAEKETMRKI EQEKNQALEQ SKLMERELNP YWKDGGTGLP PEDCSVSSIT
KVSVVEDGGL SWLRKSYLRM KEQAEKQSRN FEDIVAERYG SMEIFQSKLE DAEKAASTKE DYRRERWRKP TYSDKAQNCQ ESRESDLVKY GNSSRDRYAT TDTAKNSNNE
KFIGDEKDKR PGSLETCRRE SNPRQNQEFS FGNLRAKFLR PSDDEELSFH SKGRKFEPLS SSSALVAQGS LCSGFRKPTK NSEERLTSWS RSDGRGDKKH SNQKPSETST D
EHQHVPEDP REKSQDEVLR DDPPKKEHLR DTKSTFAGSP ERESIHILSV DEKNKLGAKI IKAEMMGNME LAEQLKVQLE KANKFKETIT QIPKKSGVEN EDQQEVILVR TDQS
GRVWPV NTPGKSLESQ GGRRKRQMVS THEERERVRY FHDDDNLSLN DLVKNEKMGT AENQNKLFMR MASKFMGKTD GDYYTLDDMF VSKAAERERL GEEEENQRKK AIA
EHRSLAA QMEKCLYCFD SSQFPKHLIV AIGVKVYLCL PNVRSLTEGH CLIVPLQHHR AATLLDEDIW EEIQMFRKSL VKMFEDKGLD CIFLETNMSM KKQYHMVYEC IPLPKEV

GDM APIYFKKAIM ESDEEWSMNK KLIDLSSKDI RKSVPRGLPY FSVDFGLHGG FAHVIEDQHK FPHYFGKEII GGMLDIEPRL WRKGIRESFE DQRKKALQFA QWWKPYDFT
K SKN

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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