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1 [accemsonfcenename| oMo | Description |
BSDC1_HUMAN |Q9NW68 |BSDC1 1p35.1||32830704..32860332(/BSD domain-containing protein 1

|
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Click a modification site to display information in detail.

[ steno | Aminoacid | Type | Dwison | et |
|P Lab

387 s [lab |[100510-lungc298.mgf[F017488]
387 s [P Lab 140320_tita_C18_.mgf[F017426]
387 S P Lab 140320_tita_SDB_.mgf[F017430]
387 3 [P Lab 140320_OVISE_SCE_.mgf[F017431]
387 S || Paper Cell Rep 2014, 8(5), 1583-1594
387 s I Paper 1 Proteomics 2014, 96, 253-262

Protein Sequence

MAEGEDVGWW RSWLQQSYQA VKEKSSEALE FMKRDLTEFT QVVQHDTACT IAATASVVKE KLATEGSSGA TEKMKKGLSD FLGVISDTFA PSPDKTIDC
D VITLMGTPSG TAEPYDGTKA RLYSLQSDPA TYCNEPDGPP ELFDAWLSQF CLEEKKGEIS ELLVGSPSIR ALYTKMVPAA VSHSEFWHRY FYKVHQLEQE
QARRDALKQR AEQSISEEPG WEEEEEELMG ISPISPKEAK VPVAKISTFP EGEPGPQSPC EENLVTSVEP PAEVTPSESS ESISLVTQIA NPATAPEARV LPK
DLSQKLL EASLEEQGLA VDVGETGPSP PIHSKPLTPA GHTGGPEPRP PARVETLREE APTDLRVFEL NSDSGKSTPS NNGKKGSSTD ISEDWEKDFD LDM

TEEEVQM ALSKVDASGE LEDVEWEDW

Backcolor of amino acid :

1/1

Yellow -> site of modification. gray -> in front of processing
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