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ERI3B_HUMA Q8WY22 |[BRI3BP 12q24.3 ;25478246..12551577 ERB_bmdmg protei
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Click a modification site to display information in detail.

siteno [aminoacia] Type | iwsion | petn |

248 s P ||Lab |110218_pRMUGS_1.mgf[F017479] |
248 s P ||Lab ||140320_HEK_ME_.mgf[F017427] |
1248 s P ||Paper |3 Proteome Res 2013, 12(1), 260-271 |
248 s P ||Paper |[Mol Cell Proteomics 2012, 11(9), 651-668 |

Protein Sequence

MGARASGGPL ARAGLLLLLL LLLLLGLLAP GAQGARGRGG AEKNSYRRTV NTFSQSVSSL FGEDNVRAA
Q KFLARLTERF VLGVDMFVET LWKVWTELLD VLGLDVSNLS QYFSPASVSS SPARALLLVG VVLLAYWF
LS LTLGFTFSVL HVVFGRFFWI VRVVLFSMSC VYILHKYEGE PENAVLPLCF VVAVYFMTGP MGFYWRS
SPS GPSNPSNPSV EEKLEHLEKQ VRLLNIRLNR VLESLDRSKD

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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