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[ [Accession[GeneName] ___ChrNo. | ____Description __|
BRAF_HUMAN||/P15056 BRAF 7q34|/140419127..140624564||Serine/threonine-protein kinase B-raf|
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“iteno | Aminoscia | Type | bwision |
447 P Lab

s 130327_HEK_ME_pphos.mgf[F015008]

447 s I |lLab 100520-GIST-IM2.mgf[F017512]

447 s P |lLab 100520-GIST-IM3.mgf[F017514]

447 s P |lLab 100520-GIST-R2.mgf[F017517]

447 s P |lLab 100520-GIST-R3.mgf[F017519]

447 s [P [[Lab 100520-GIST-W2.mgf[F017522]

447 s P |[ab 100520-GIST-W3.mgf[F017524]

447 5 I |[Paper Proc Natl Acad Sci USA 2008, 105(38), 10762-10767
447 s I3 |[Paper |[science 2011, 332(6034) 1317-1322

Protein Sequence

MAALSGGGGG GAEPGQALFN GDMEPEAGAG AGAAASSAAD PAIPEEVWNI KQMIKLTQEH IEALLDKFGG EHNPPSIYLE AYEEYTSKLD ALQQREQQLL ESLGNGTDFS VS
SSASMDTV TSSSSSSLSV LPSSLSVFQN PTDVARSNPK SPQKPIVRVF LPNKQRTVVP ARCGVTVRDS LKKALMMRGL IPECCAVYRI QDGEKKPIGW DTDISWLTGE ELHV

EVLENV PLTTHNFVRK TFFTLAFCDF CRKLLFQGFR CQTCGYKFHQ RCSTEVPLMC VNYDQLDLLF VSKFFEHHPI PQEEASLAET ALTSGSSPSA PASDSIGPQI LTSPSPSKS
I PIPQPFRPAD EDHRNQFGQR DRSSSAPNVH INTIEPVNID DLIRDQGFRG DGGSTTGLSA TPPASLPGSL TNVKALQKSP GPQRERKSSS SSEDRNRMKT LGRRDSSDDW

EIPDGQITVG QRIGSGSFGT VYKGKWHGDV AVKMLNVTAP TPQQLQAFKN EVGVLRKTRH VNILLFMGYS TKPQLAIVTQ WCEGSSLYHH LHIIETKFEM IKLIDIARQT AQG
MDYLHAK SIIHRDLKSN NIFLHEDLTV KIGDFGLATV KSRWSGSHQF EQLSGSILWM APEVIRMQDK NPYSFQSDVY AFGIVLYELM TGQLPYSNIN NRDQIIFMVG RGYLSP
DLSK VRSNCPKAMK RLMAECLKKK RDERPLFPQI LASIELLARS LPKIHRSASE PSLNRAGFQT EDFSLYACAS PKTPIQAGGY GAFPV

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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