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Click a modification site to display information in detail.

[ Steno | Aminoacia | Type | Diison | pewn |
350 S P Lab 100510-lungc472.mgf[F017497]

350 S P Lab 100510-lungc1046.mgf[F017504]

350 S P Lab 100510-lungc1060.mgf[F017506]

350 S P Lab 100510-lungc126.mgf[F017483]

350 S P Lab 100510-lungc298.mgf[F017488]

350 S P Lab 100510-lungc391.mgf[F017493]

350 S P Lab 100510-lungc422.mgf[F017494]
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Protein Sequence

MPGPQGGRGA ATMSLGKLSP VGWVSSSQGK RRLTADMISH PLGDFRHTMH VGRGGDVFGD TSFLSNHGGS SGSTHRSPRS FLAKKL
QLVR RVGAPPRRMA SPPAPSPAPP AISPIIKNAI SLPQLNQAAY DSLVVGKLSF DSSPTSSTDG HSSYGLDSGF CTISRLPRSE KPHDRD
RDGS FPSEPGLRRS DSLLSFRLDL DLGPSLLSEL LGVMSLPEAP AAETPAPAAN PPAPTANPTG PAANPPATTA NPPAPAANPS APAATPT
GPA ANPPAPAASS TPHGHCPNGV TAGLGPVAEV KSSPVGGGPR GPAGPALGRH WGAGWDGGHH YPEMDARQER VEVLPQARAS WE
SLDEEWRA PQAGSRTPVP STVQANTFEF ADAEEDDEVK

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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