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BIN2_HUMAN|QO9UBWS5 |BIN2 12q13.13||51674822..51718452||Bridging integrator 2,
Modification Sites Map

Click a modification site to display information in detail.

[siteno | Aminoacia | _Type | _owision |
[ S —

458 Lab 100510-lungc391.mgf[F017493]
458 s [P |[Paper 3 Proteomics 2014, 96, 253-262
458 s P |[Paper Sci Signal 2009, 2(84), ra46

Protein Sequence

MAEGKAGGAA GLFAKQVQKK FSRAQEKVLQ KLGKAVETKD ERFEQSASNF YQQQAEGHKL YKDLKNFLSA VKVMHESSKR VSETLQEIYS SEWDGHEELK AIVWNNDLLW
EDYEEKLADQ AVRTMEIYVA QFSEIKERIA KRGRKLVDYD SARHHLEAVQ NAKKKDEAKT AKAEEEFNKA QTVFEDLNQE LLEELPILYN SRIGCYVTIF QNISNLRDVF YREM
SKLNHN LYEVMSKLEK QHSNKVFVVK GLSSSSRRSL VISPPVRTAT VSSPLTSPTS PSTLSLKSES ESVSATEDLA PDAAQGEDNS EIKELLEEEE IEKEGSEASS SEEDEPLPA
C NGPAQAQPSP TTERAKSQEE VLPSSTTPSP GGALSPSGQP SSSATEVVLR TRTASEGSEQ PKKRASIQRT SAPPSRPPPP RATASPRPSS GNIPSSPTAS GGGSPTSPRA SL
GTGTASPR TSLEVSPNPE PPEKPVRTPE AKENENIHNQ NPEELCTSPT LMTSQVASEP GEAKKMEDKE KDNKLISANS SEGQDQLQVS MVPENNNLTA PEPQEEVSTS ENPQ

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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