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IBIEA_HUMAN|[P53004  [BLVRA ||7p13||43798279..43846939||Biliverdin reductase A|
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Click a modification site to display information in detail.

“siteno | Aminoacid | Type | ivsion |

230 s P (|Lab |100627_akimura_pOVTOKO_1.mgf[FO017447] |
230 s P |Paper |13 Proteome Res 2013, 12(1), 260-271 |
530 S o - 2;0c Natl Acad Sci USA 2008, 105(38), 10762-107

230 s (P |Paper ||sci Signal 2010, 3(136), ra64 |

Protein Sequence

MNAEPERKFG VVVVGVGRAG SVRMRDLRNP HPSSAFLNLI GFVSRRELGS IDGVQQISLE DALSSQEVEV AYIC

SESSSH EDYIRQFLNA GKHVLVEYPM TLSLAAAQEL WELAEQKGKV LHEEHVELLM EEFAFLKKEV VGKDLLKGS
L LFTAGPLEEE RFGFPAFSGI SRLTWLVSLF GELSLVSATL EERKEDQYMK MTVCLETEKK SPLSWIEEKG PGLKR
NRYLS FHFKSGSLEN VPNVGVNKNI FLKDQNIFVQ KLLGQFSEKE LAAEKKRILH CLGLAEEIQK YCCSR

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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