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1 [Accession[GeneName|____ChriNo. | _Description _
BCOR_HUMAN| Q6W2]9 BCOR Xp11.4(/39909068..40036582||BCL-6 corepressor

Modification Sites Map
S367-P
S365-P K374-Ac
S340-P S389-P $488-P
S273-P S$336-P | K392-Ac S473-P
S177-P T269-P | S294-P I S423-P |
[ e— 1 | e— | ee—

I 1 I T T | Ll ] T T I Ll ] T | Ll ] I T T I I T T 1 I ] T T Ll I T T 1 Ll ] T T 1 ] I T | I I T T T Ll ] I

1 100 200 300 400 500

I T ] T T | T T T T I T I T T T I I T T I I T T | T I T | T I T | | T I T T T T I T T T T T T | T I I

501 600 700 800 900 1000
I1120P

I T T T T | T T T | I T ] | T T T T | I ] T T T T T 1 | T I T T | T T T | T T | 1 | T T 1 1 | T T I
1001 1100 1200 1300 1400 1500

I Ll Ll I 1 1 1 I I 1 I Ll 1 l Ll 1 I I 1 Ll L
1501 1600 1700

Click a modification site to display information in detail.

Steno | Aminoacid | _type | bwiion

1139 s P b |[t30415_HEK_CE_tphos.mgf[F015009]
1139 5 P |[Paper J Proteome Res 2013, 12(1), 260-271
1139 5 P |[Paper J Proteomics 2014, 96, 253-262

1139 5 P |[Paper Sci Signal 2009, 2(84), ra46

Protein Sequence

MLSATPLYGN VHSWMNSERV RMCGASEDRK ILVNDGDASK ARLELREENP LNHNVVDAST AHRIDGLAAL SMDRTGLIRE GLRVPGNIVY SSLCGLGSEK GREAATSTLG G
LGFSSERNP EMQFKPNTPE TVEASAVSGK PPNGFSAIYK TPPGIQKSAV ATAEALGLDR PASDKQSPLN INGASYLRLP WVNPYMEGAT PAIYPFLDSP NKYSLNMYKA LLPQQ
SYSLA QPLYSPVCTN GERFLYLPPP HYVGPHIPSS LASPMRLSTP SASPAIPPLV HCADKSLPWK MGVSPGNPVD SHAYPHIQNS KQPRVPSAKA VTSGLPGDTA LLLPPSPRP
S PRVHLPTQPA ADTYSEFHKH YARISTSPSV ALSKPYMTVS SEFPAARLSN GKYPKAPEGG EGAQPVPGHA RKTAVQDRKD GSSPPLLEKQ TVTKDVTDKP LDLSSKVVDV D
ASKADHMKK MAPTVLVHSR AGSGLVLSGS EIPKETLSPP GNGCAIYRSE IISTAPSSWV VPGPSPNEEN NGKSMSLKNK ALDWAIPQQR SSSCPRMGGT DAVITNVSGS VS
SAGRPASA SPAPNANADG TKTSRSSVET TPSVIQHVGQ PPATPAKHSS STSSKGAKAS NPEPSFKANE NGLPPSSIFL SPNEAFRSPP IPYPRSYLPY PAPEGIAVSP LSLHGK
GPVY PHPVLLPNGS LFPGHLAPKP GLPYGLPTGR PEFVTYQDAL GLGMVHPMLI PHTPIEITKE EKPERRSRSH ERARYEDPTL RNRFSEILET SSTKLHPDVP TDKNLKPNPN
WNQGKTVVKS DKLVYVDLLR EEPDAKTDTN VSKPSFAAES VGQSAEPPKP SVEPALQQHR DFIALREELG RISDFHETYT FKQPVFTVSK DSVLAGTNKE NLGLPVSTPF LEP
PLGSDGP AVTFGKTQED PKPFCVGSAP PSVDVTPTYT KDGADEAESN DGKVLKPKPS KLAKRIANSA GYVGDRFKCV TTELYADSSQ LSREQRALQM EGLQEDSILC LPAAY
CERAM MRFSELEMKE REGGHPATKD SEMCKFSPAD WERLKGNQDK KPKSVTLEEA TAEQNESERC EYSVGNKHRD PFEAPEDKDL PVEKYFVERQ PVSEPPADQV ASDMP
HSPTL RVDRKRKVSG DSSHTETTAE EVPEDPLLKA KRRRVSKDDW PEREMTNSSS NHLEDPHYSE LTNLKVCIEL TGLHPKKQRH LLHLRERWEQ QVSAADGKPG RQSRKE
VTQA TQPEAIPQGT NITEEKPGRK RAEAKGNRSW SEESLKPSDN EQGLPVFSGS PPMKSLSSTS AGGKKQAQPS CAPASRPPAK QQKIKENQKT DVLCADEEED CQAASLL
QKY TDNSEKPSGK RLCKTKHLIP QESRRGLPLT GEYYVENADG KVTVRRFRKR PEPSSDYDLS PAKQEPKPFD RLQQLLPASQ STQLPCSSSP QETTQSRPMP PEARRLIVNK
NAGETLLQRA ARLGYEEVVL YCLENKICDV NHRDNAGYCA LHEACARGWL NIVRHLLEYG ADVNCSAQDG TRPLHDAVEN DHLEIVRLLL SYGADPTLAT YSGRTIMKMT HS
ELMEKFLT DYLNDLQGRN DDDASGTWDF YGSSVCEPDD ESGYDVLANP PGPEDQDDDD DAYSDVFEFE FSETPLLPCY NIQVSVAQGP RNWLLLSDVL KKLKMSSRIF RCN
FPNVEIV TIAEAEFYRQ VSASLLFSCS KDLEAFNPES KELLDLVEFT NEIQTLLGSS VEWLHPSDLA SDNY

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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