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1 [accessionfoonename|____cheo | pescription |
BCL9_HUMAN||000512 BCL9 1921.2|{147013182..147098017||B-cell CLL/lymphoma 9 protein
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Click a modification site to display information in detail.

siteno_| Aminoacid | _Type | _oiwision |

687 5 P Lab 110711 _titania_LNCaP_AL_5.mgf[F017446]
687 5 P |[Lab 110711_titania_LNCaP_2.mgf[F017434]
687 5 [P |[ab 110711_titania_LNCaP_3.mgf[F017435]
687 s I3 [[Lab 110711_titania_LNCaP_AI_1.mgf[F017441]
687 5 I |[Paper J Proteome Res 2013, 12(1), 260-271

Protein Sequence

MHSSNPKVRS SPSGNTQSSP KSKQEVMVRP PTVMSPSGNP QLDSKFSNQG KQGGSASQSQ PSPCDSKSGG HTPKALPGPG GSMGLKNGAG NGAKGKGKRE RSISADSF
DQ RDPGTPNDDS DIKECNSADH IKSQDSQHTP HSMTPSNATA PRSSTPSHGQ TTATEPTPAQ KTPAKVVYVF STEMANKAAE AVLKGQVETI VSFHIQNISN NKTERSTAPL
NTQISALRND PKPLPQQPPA PANQDQNSSQ NTRLQPTPPI PAPAPKPAAP PRPLDRESPG VENKLIPSVG SPASSTPLPP DGTGPNSTPN NRAVTPVSQG SNSSSADPKA PPP
PPVSSGE PPTLGENPDG LSQEQLEHRE RSLQTLRDIQ RMLFPDEKEF TGAQSGGPQQ NPGVLDGPQK KPEGPIQAMM AQSQSLGKGP GPRTDVGAPF GPQGHRDVPF SPD
EMVPPSM NSQSGTIGPD HLDHMTPEQI AWLKLQQEFY EEKRRKQEQV VVQQCSLQDM MVHQHGPRGV VRGPPPPYQM TPSEGWAPGG TEPFSDGINM PHSLPPRGMA PH
PNMPGSQM RLPGFAGMIN SEMEGPNVPN PASRPGLSGV SWPDDVPKIP DGRNFPPGQG IFSGPGRGER FPNPQGLSEE MFQQQLAEKQ LGLPPGMAME GIRPSMEMNR MI
PGSQRHME PGNNPIFPRI PVEGPLSPSR GDFPKGIPPQ MGPGRELEFG MVPSGMKGDV NLNVNMGSNS QMIPQKMREA GAGPEEMLKL RPGGSDMLPA QQKMVPLPFG EH
PQQEYGMG PRPFLPMSQG PGSNSGLRNL REPIGPDQRT NSRLSHMPPL PLNPSSNPTS LNTAPPVQRG LGRKPLDISV AGSQVHSPGI NPLKSPTMHQ VQSPMLGSPS GNL
KSPQTPS QLAGMLAGPA AAASIKSPPV LGSAAASPVH LKSPSLPAPS PGWTSSPKPP LQSPGIPPNH KAPLTMASPA MLGNVESGGP PPPTASQPAS VNIPGSLPSS TPYTMP
PEPT LSQNPLSIMM SRMSKFAMPS STPLYHDAIK TVASSDDDSP PARSPNLPSM NNMPGMGINT QNPRISGPNP VVPMPTLSPM GMTQPLSHSN QMPSPNAVGP NIPPHGV
PMG PGLMSHNPIM GHGSQEPPMV PQGRMGFPQG FPPVQSPPQQ VPFPHNGPSG GQGSFPGGMG FPGEGPLGRP SNLPQSSADA ALCKPGGPGG PDSFTVLGNS MPSVFT
DPDL QEVIRPGATG IPEFDLSRII PSEKPSQTLQ YFPRGEVPGR KQPQGPGPGF SHMQGMMGEQ APRMGLALPG MGGPGPVGTP DIPLGTAPSM PGHNPMRPPA FLQQGMM
GPH HRMMSPAQST MPGQPTLMSN PAAAVGMIPG KDRGPAGLYT HPGPVGSPGM MMSMQGMMGP QQNIMIPPQM RPRGMAADVG MGGFSQGPGN PGNMM

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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