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BCKD_HUM 014874 BCKDK 16p11./|31117428..31124 [3.-methyl-?-oxobutanoate dehydrogenase [lipoamide]] kinase,
AN 2 110 mitochondrial
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S P 100510-lungc343.mgf[F017490]
33 S P Lab 100628_akimura_pOVSAHO_2.mgf[F017461]
33 S P Lab 110218_pOVMANA_3.mgf[F017468]
33 S P Lab 110218_pRMG1_3.mgf[F017474]
33 S P Lab 110711 _titania_LNCaP_4.mgf[F017436]
33 S P Paper Cancer Res 2009, 69(6), 2663-2668
33 S P Paper J Proteome Res 2008, 7(3), 1346-1351

Protein Sequence

MILASVLRSG PGGGLPLRPL LGPALALRAR STSATDTHHV EMARERSKTV TSFYNQSAID AAAEKPSVRL TPTMMLYAGR SQDGSHLLKS ARY
LQQELPV RIAHRIKGFR CLPFIIGCNP TILHVHELYI RAFQKLTDFP PIKDQADEAQ YCQLVRQLLD DHKDVVTLLA EGLRESRKHI EDEKLVRYF
L DKTLTSRLGI RMLATHHLAL HEDKPDFVGI ICTRLSPKKI IEKWVDFARR LCEHKYGNAP RVRINGHVAA RFPFIPMPLD YILPELLKNA MRAT
MESHLD TPYNVPDVVI TIANNDVDLI IRISDRGGGI AHKDLDRVMD YHFTTAEAST QDPRISPLFG HLDMHSGAQS GPMHGFGFGL PTSRAYA
EYL GGSLQLQSLQ GIGTDVYLRL RHIDGREESF R

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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