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570 Y [lab |[100407-nagata-pOVSAYO-10mg.mgf[F014990]
570 Y [P |[Lab 100626-nagata-pOVSAYO-10mg.mgf[F015001]
570 Y P |[Paper Cell 2007, 131(6), 1190-1203

570 Y P |[Paper FEBS Lett 2005, 579(14), 2986-2990

570 Y [P |[Paper |[Mol cell Proteomics 2010, 9(10), 2162-2172

Protein Sequence

MAASGVPRGC DILIVYSPDA EEWCQYLQTL FLSSRQVRSQ KILTHRLGPE ASFSAEDLSL FLSTRCVVVL LSAELVQHFH KPALLPLLQR AFHPPHRVVR LLCGVRDSEE FLDFF
PDWAH WQELTCDDEP ETYVAAVKKA ISEDSGCDSV TDTEPEDEKV VSYSKQQNLP TVTSPGNLMV VQPDRIRCGA ETTVYVIVRC KLDDRVATEA EFSPEDSPSV RMEAKV
ENEY TISVKAPNLS SGNVSLKIYS GDLVVCETVI SYYTDMEEIG NLLSNAANPV EFMCQAFKIV PYNTETLDKL LTESLKNNIP ASGLHLFGIN QLEEEDMMTN QRDEELPTLL H
FAAKYGLKN LTALLLTCPG ALQAYSVANK HGHYPNTIAE KHGFRDLRQF IDEYVETVDM LKSHIKEELM HGEEADAVYE SMAHLSTDLL MKCSLNPGCD EDLYESMAAF VPAA
TEDLYV EMLQASTSNP IPGDGFSRAT KDSMIRKFLE GNSMGMTNLE RDQCHLGQEE DVYHTVDDDE AFSVDLASRP PVPVPRPETT APGAHQLPDN EPYIFKVFAE KSQERP
GNFY VSSESIRKGP PVRPWRDRPQ SSIYDPFAGM KTPGQRQLIT LQEQVKLGIV NVDEAVLHFK EWQLNQKKRS ESFRFQQENL KRLRDSITRR QREKQKSGKQ TDLEITVP
IR HSQHLPAKVE FGVYESGPRK SVIPPRTELR RGDWKTDSTS STASSTSNRS STRSLLSVSS GMEGDNEDNE VPEVTRSRSP GPPQVDGTPT MSLERPPRVP PRAASQRPPT
RETFHPPPPV PPRG

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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