
ID Accession GeneName Chr.No. Description

BAZ1A_HUMAN Q9NRL2 BAZ1A 14q13.1 35221937..35344853 Bromodomain adjacent to zinc finger domain protein 1A

Modification Sites Map

Click a modification site to display information in detail.

Site no Amino acid Type Division Detail

1547 T P Lab 130327_HEK_ME_pphos.mgf[F015008]

1547 T P Lab 130415_HEK_CE_tphos.mgf[F015009]

1547 T P Paper Cell Rep 2014, 8(5), 1583-1594

1547 T P Paper J Proteome Res 2013, 12(1), 260-271

Protein Sequence

MPLLHRKPFV RQKPPADLRP DEEVFYCKVT NEIFRHYDDF FERTILCNSL VWSCAVTGRP GLTYQEALES EKKARQNLQS FPEPLIIPVL YLTSLTHRSR LHEICDDIFA YVKDRY
FVEE TVEVIRNNGA RLQCRILEVL PPSHQNGFAN GHVNSVDGET IIISDSDDSE TQSCSFQNGK KKDAIDPLLF KYKVQPTKKE LHESAIVKAT QISRRKHLFS RDKLKLFLKQ
HCEPQDGVIK IKASSLSTYK IAEQDFSYFF PDDPPTFIFS PANRRRGRPP KRIHISQEDN VANKQTLASY RSKATKERDK LLKQEEMKSL AFEKAKLKRE KADALEAKKK EKED
KEKKRE ELKKIVEEER LKKKEEKERL KVEREKEREK LREEKRKYVE YLKQWSKPRE DMECDDLKEL PEPTPVKTRL PPEIFGDALM VLEFLNAFGE LFDLQDEFPD GVTLEVLEE
A LVGNDSEGPL CELLFFFLTA IFQAIAEEEE EVAKEQLTDA DTKDLTEALD EDADPTKSAL SAVASLAAAW PQLHQGCSLK SLDLDSCTLS EILRLHILAS GADVTSANAK YRY
QKRGGFD ATDDACMELR LSNPSLVKKL SSTSVYDLTP GEKMKILHAL CGKLLTLVST RDFIEDYVDI LRQAKQEFRE LKAEQHRKER EEAAARIRKR KEEKLKEQEQ KMKEKQ
EKLK EDEQRNSTAD ISIGEEERED FDTSIESKDT EQKELDQDMV TEDEDDPGSH KRGRRGKRGQ NGFKEFTRQE QINCVTREPL TADEEEALKQ EHQRKEKELL EKIQSAIA
CT NIFPLGRDRM YRRYWIFPSI PGLFIEEDYS GLTEDMLLPR PSSFQNNVQS QDPQVSTKTG EPLMSESTSN IDQGPRDHSV QLPKPVHKPN RWCFYSSCEQ LDQLIEALNS
RGHRESALKE TLLQEKSRIC AQLARFSEEK FHFSDKPQPD SKPTYSRGRS SNAYDPSQMC AEKQLELRLR DFLLDIEDRI YQGTLGAIKV TDRHIWRSAL ESGRYELLSE ENKE
NGIIKT VNEDVEEMEI DEQTKVIVKD RLLGIKTETP STVSTNASTP QSVSSVVHYL AMALFQIEQG IERRFLKAPL DASDSGRSYK TVLDRWRESL LSSASLSQVF LHLSTLDR
SV IWSKSILNAR CKICRKKGDA ENMVLCDGCD RGHHTYCVRP KLKTVPEGDW FCPECRPKQR SRRLSSRQRP SLESDEDVED SMGGEDDEVD GDEEEGQSEE EEYEVEQ
DED DSQEEEEVSL PKRGRPQVRL PVKTRGKLSS SFSSRGQQQE PGRYPSRSQQ STPKTTVSSK TGRSLRKINS APPTETKSLR IASRSTRHSH GPLQADVFVE LLSPRRKRR
G RKSANNTPEN SPNFPNFRVI ATKSSEQSRS VNIASKLSLQ ESESKRRCRK RQSPEPSPVT LGRRSSGRQG GVHELSAFEQ LVVELVRHDD SWPFLKLVSK IQVPDYYDII K
KPIALNIIR EKVNKCEYKL ASEFIDDIEL MFSNCFEYNP RNTSEAKAGT RLQAFFHIQA QKLGLHVTPS NVDQVSTPPA AKKSR

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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