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1 |Accession|GeneName| ___chrNo. | Description |
BASP1_HUMA P80723 BASP1 5p15. |[17065707..172769 ||Brain acid soluble protein
N 1 43 1
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Protein Sequence

MGGKLSKKKK GYNVNDEKAK EKDKKAEGAA TEEEGTPKES EPQAAAEPAE AKEGKEKPDQ DAEGKA
EEKE GEKDAAAAKE EAPKAEPEKT EGAAEAKAEP PKAPEQEQAA PGPAAGGEAP KAAEAAAAPA ESA
APAAGEE PSKEEGEPKK TEAPAAPAAQ ETKSDGAPAS DSKPGSSEAA PSSKETPAAT EAPSSTPKAQ
GPAASAEEPK PVEAPAANSD QTVTVK

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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