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10 _|Accession|GeneName| __ChrNo. | Description_____

BACD2_ 17q1(|26662628.. ||BTB/POZ domain-containing adapter for CUL
HUMAN 1.2 |[|26674035 ||3-mediated RhoA degradation protein 2
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Click a modification site to display information in detail.

Siteno [Aminoscid| Type | Dwision | et |

1280 s P |Lab |110218_pOVMANA_1.mgf[F017466] |
1280 lls P ||Lab |1110218_pOVMANA_3.mgf[F017468] |
280 IS P ||Lab 1110218_pRMG2_3.mgf[F017477] |
1280 s P ||Lab |110218_pRMG2_4.mgf[F017478] |
1280 s P |Lab 1100627_akimura_pOVISE_3.mgf[F017443] |
280 s P ||Paper ||Cell Rep 2014, 8(5), 1583-1594 |
1280 s P |Paper (3 Proteome Res 2013, 12(1), 260-271 |
580 < o e gr706c7NatI Acad Sci USA 2008, 105(38), 10762-1

Protein Sequence

MSGDTCLCPA SGAKPKLSGF KGGGLGNKYV QLNVGGSLYY TTVRALTRHD TMLKAMFSGR MEVLTDKEGW

ILIDRCGKHF GTILNYLRDD TITLPQNRQE IKELMAEAKY YLIQGLVNMC QSALQDKKDS YQPVCNIPII TSLK
EEERLI ESSTKPVVKL LYNRSNNKYS YTSNSDDHLL KNIELFDKLS LRFNGRVLFI KDVIGDEICC WSFYGQG

RKL AEVCCTSIVY ATEKKQTKVE FPEARIYEET LNVLLYETPR VPDNSLLEAT SRSRSQASPS EDEETFELRD R
VRRIHVKRY STYDDRQLGH QSTHR

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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