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10 [Accession[cenerame| ___ ChrNo. | Description |

BABA1_HUM QONWVE  [|BABAM1 19p13.1{|17378159..17392 ||BRISC and BRCA1-A complex mem
AN 1 ber 1
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Click a modification site to display information in detail.
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||Lab ||130327_HEK_ME_pphos.mgf[F015008] |
|8 ||s ||P ||Lab ||1130415_HEK_CE_tphos.mgf[F015009] |
'8 I8 P ||Lab 1|1100510-lungc533.mgf[F017499] |
'8 s P (|Lab |1100510-lungc1016.mgf[FO17503] |
'8 s P (|Lab ||1100510-lungc1046.mgf[FO17504] |
'8 s P ||Lab |1100510-lungc1059.mgf[FO17505] |
'8 s I3 ||Lab ||100510-lungc1060.mgf[FO17506] |
'8 s P ||Lab ||140320_Agarose_.mgf[F017423] |
'8 s I3 ||Lab |[140320_Mag_new_.mgf[F017424] |
'8 s I3 ||Lab |[140320_Mag_new_.mgf[F017424] |
'8 s P ||Lab |140320_Mag_old_.mgf[F017425] |
'8 s P ||Lab ||140320_Mag_old_.mgf[F017425] |
'8 s P ||Lab 11100510-lungc126.mgf[F017483] |
'8 s P (|Lab 11100510-lungc298.mgf[F017488] |
'8 s P (|Lab 11100510-lungc446.mgf[F017496] |
'8 s P (|Lab 11100628_akimura_pMCAS_1.mgf[F017454] |
'8 s P (|Lab 1100520-GIST-IM1.mgf[F017509] |
'8 s P (|Lab 11100520-GIST-IM2.mgf[F017512] |
'8 s P (|Lab 1100520-GIST-IM2.mgf[F017512] |
'8 s P (|Lab 11100520-GIST-IM3.mgf[F017514] |
'8 s P (|Lab 11100520-GIST-IM3.mgf[F017514] |
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'8 s P ||Lab 1100520-GIST-R2.mgf[F017517] |
'8 s P ||Lab 1100520-GIST-R2.mgf[F017517] |
'8 s P ||Lab |100520-GIST-R3.mgf[F017519] |
'8 |ls I3 ||Lab |100520-GIST-R3.mgf[F017519] |
'8 s I3 ||Lab |100520-GIST-W1.mgf[F017521] |
'8 I8 I3 ||Lab 1100520-GIST-W2.mgf[F017522] |
'8 I8 P ||Lab 1100520-GIST-W2.mgf[F017522] |
'8 s P ||Lab 11100520-GIST-W3.mgf[F017524] |
'8 s P |Paper ||Cell Rep 2014, 8(5), 1583-1594 |
|8 ||S ||P ||Paper ||J Proteome Res 2013, 12(1), 260-271 |

Protein Sequence

MEVAEPSSPT EEEEEEEEHS AEPRPRTRSN PEGAEDRAVG AQASVGSRSE GEGEAASADD GSLNTSGAGP KSW
QVPPPAP EVQIRTPRVN CPEKVIICLD LSEEMSLPKL ESFNGSKTNA LNVSQKMIEM FVRTKHKIDK SHEFALVVV
N DDTAWLSGLT SDPRELCSCL YDLETASCST FNLEGLFSLI QQKTELPVTE NVQTIPPPYV VRTILVYSRP PCQPQ
FSLTE PMKKMFQCPY FFFDVVYIHN GTEEKEEEMS WKDMFAFMGS LDTKGTSYKY EVALAGPALE LHNCMAKLL
A HPLQRPCQSH ASYSLLEEED EAIEVEAT

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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