
ID Accession GeneName Chr.No. Description

B2L12_HUMAN Q9HB09 BCL2L12 19q13.33 50168823..50177173 Bcl-2-like protein 12

Modification Sites Map

Click a modification site to display information in detail.

Site no Amino acid Type Division Detail
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Protein Sequence

MGRPAGLFPP LCPFLGFRPE ACWERHMQIE RAPSVPPFLR WAGYRPGPVR RRGKVELIKF VRVQWRRPQV EWRRR
RWGPG PGASMAGSEE LGLREDTLRV LAAFLRRGEA AGSPVPTPPR SPAQEEPTDF LSRLRRCLPC SLGRGAAPSE
SPRPCSLPIR PCYGLEPGPA TPDFYALVAQ RLEQLVQEQL KSPPSPELQG PPSTEKEAIL RRLVALLEEE AEVINQKLA
S DPALRSKLVR LSSDSFARLV ELFCSRDDSS RPSRACPGPP PPSPEPLARL ALAMELSRRV AGLGGTLAGL SVEHV
HSFTP WIQAHGGWEG ILAVSPVDLN LPL

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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