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ANLN_HUMAN|(QONQW6 |/ ANLN 7p14.2||36429415..36493400(/Actin-binding protein anillin
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Click a modification site to display information in detail.

“steno | Ammosca | Type | Dwmon | bews
R

54 5 [lab |[110218_pOVKATE_1.mgf[F017463]
54 3 I ||ab 110218_pOVMANA_3.mgf[F017468]
54 S P |lLab 110218_pRMG1_3.mgf[F017474]
54 3 P |lLab 110218_pRMG2_1.mgf[F017475]
54 S P |lLab 110218_pRMG2_2.mgf[F017476]
54 S P |lab 110218_pRMG2_3.mgf[F017477]
54 s [P [[Lab 110218_pRMG2_3.mgf[F017477]
54 5 [P |[ab 110218_pRMG2_4.mgf[F017478]
54 5 |lp |[Paper Proc Natl Acad Sci USA 2008, 105(38), 10762-10767
54 S I |[Paper Sci Signal 2009, 2(84), ra46

54 3 P |[Paper Sci Signal 2010, 3(104), ra3

MDPFTEKLLE RTRARRENLQ RKMAERPTAA PRSMTHAKRA RQPLSEASNQ QPLSGGEEKS CTKPSPSKKR CSDNTEVEVS NLENKQPVES TSAKSCSPSP VSPQVQPQAA D

TISDSVAVP ASLLGMRRGL NSRLEATAAS SVKTRMQKLA EQRRRWDNDD MTDDIPESSL FSPMPSEEKA ASPPRPLLSN ASATPVGRRG RLANLAATIC SWEDDVNHSF AK
QNSVQEQP GTACLSKFSS ASGASARINS SSVKQEATFC SQRDGDASLN KALSSSADDA SLVNASISSS VKATSPVKST TSITDAKSCE GQNPELLPKT PISPLKTGVS KPIVK
STLSQ TVPSKGELSR EICLQSQSKD KSTTPGGTGI KPFLERFGER CQEHSKESPA RSTPHRTPII TPNTKAIQER LFKQDTSSST THLAQQLKQE RQKELACLRG RFDKGNIW

SA EKGGNSKSKQ LETKQETHCQ STPLKKHQGV SKTQSLPVTE KVTENQIPAK NSSTEPKGFT ECEMTKSSPL KITLFLEEDK SLKVTSDPKV EQKIEVIREI EMSVDDDDIN S
SKVINDLFS DVLEEGELDM EKSQEEMDQA LAESSEEQED ALNISSMSLL APLAQTVGVV SPESLVSTPR LELKDTSRSD ESPKPGKFQR TRVPRAESGD SLGSEDRDLL YSID
AYRSQR FKETERPSIK QVIVRKEDVT SKLDEKNNAF PCQVNIKQKM QELNNEINMQ QTVIYQASQA LNCCVDEEHG KGSLEEAEAE RLLLIATGKR TLLIDELNKL KNEGPQR
KNK ASPQSEFMPS KGSVTLSEIR LPLKADFVCS TVQKPDAANY YYLIILKAGA ENMVATPLAS TSNSLNGDAL TFTTTFTLQD VSNDFEINIE VYSLVQKKDP SGLDKKKKTS K
SKAITPKRL LTSITTKSNI HSSVMASPGG LSAVRTSNFA LVGSYTLSLS SVGNTKFVLD KVPFLSSLEG HIYLKIKCQV NSSVEERGFL TIFEDVSGFG AWHRRWCVLS GNCIS
YWTYP DDEKRKNPIG RINLANCTSR QIEPANREFC ARRNTFELIT VRPQREDDRE TLVSQCRDTL CVTKNWLSAD TKEERDLWMQ KLNQVLVDIR LWQPDACYKP IGK

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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