
ID Accession GeneName Chr.No. Description

ALKB5_HUMAN Q6P6C2 ALKBH5 17p11.2 18086392..18113268 RNA demethylase ALKBH5

Modification Sites Map

Click a modification site to display information in detail.

Site no Amino acid Type Division Detail
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Protein Sequence

MAAASGYTDL REKLKSMTSR DNYKAGSREA AAAAAAAVAA AAAAAAAAEP YPVSGAKRKY QEDSDPERSD YEEQQLQKEE EARKVKSGIR Q
MRLFSQDEC AKIEARIDEV VSRAEKGLYN EHTVDRAPLR NKYFFGEGYT YGAQLQKRGP GQERLYPPGD VDEIPEWVHQ LVIQKLVEHR VIPE
GFVNSA VINDYQPGGC IVSHVDPIHI FERPIVSVSF FSDSALCFGC KFQFKPIRVS EPVLSLPVRR GSVTVLSGYA ADEITHCIRP QDIKERRAVI
ILRKTRLDAP RLETKSLSSS VLPPSYASDR LSGNNRDPAL KPKRSHRKAD PDAAHRPRIL EMDKEENRRS VLLPTHRRRG SFSSENYWRK SYE
SSEDCSE AAGSPARKVK MRR

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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