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1 [nccession|Genename| __ GhrNo. | escripton

ALG5_HUM 13q13.
- Q9Y673  ||ALGS 3

37523912..37574||Dolichyl-phosphate beta-glucosyltran
398 sferase
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Click a modification site to display information in detail.

CSiteno |Aminoscid | Type | Dwision | bewn |

64 T I3 ||Lab ||130327_HEK_ME_pphos.mgf[F015008] |

Protein Sequence

MAPLLLQLAV LGAALAAAAL VLISIVAFTT ATKMPALHRH EEEKFFLNAK GQKETLPSIW DSPTKQLSVV VPSYN
EEKRL PYMMDEALSY LEKRQKRDPA FTYEVIVVDD GSKDQTSKVA FKYCQKYGSD KVRVITLVKN RGKGGAIR
MG IFSSRGEKIL MADADGATKF PDVEKLEKGL NDLQPWPNQM AIACGSRAHL EKESIAQRSY FRTLLMYGFH F
LVWFLCVKG IRDTQCGFKL FTREAASRTF SSLHVERWAF DVELLYIAQF FKIPIAEIAV NWTEIEGSKL VPFWSW
LQMG KDLLFIRLRY LTGAWRLEQT RKM

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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