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— ©  [Accession[GeneName] ____CheNo. | Description
ALDOA_HUMAN|(P04075 ALDOA |16p11.2 30064411..30081778| Fructose-bisphosphate aldolase A
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Click a modification site to display information in detail.

Siteno | Aminoacia | Type | owision |
364 |P Lab

-check 100626-nagata-pRMG1-10mg.mgf[F015003]
364 -check P Lab 100626-nagata-pMCAS-10mg.mgf[F014995]
[364 [|-check P [Lab ||100629-pYGIST-W2.mgf[F017530] |
364 [ly [P |lPaper ||sci signal 2010, 3(136), ra64 |

Protein Sequence

MPYQYPALTP EQKKELSDIA HRIVAPGKGI LAADESTGSI AKRLQSIGTE NTEENRRFYR QLLLTADDRYV NPCIGGVILF HETLYQKADD GRPFPQ
VIKS KGGVVGIKVD KGVVPLAGTN GETTTQGLDG LSERCAQYKK DGADFAKWRC VLKIGEHTPS ALAIMENANV LARYASICQQ NGIVPIVEPE
ILPDGDHDLK RCQYVTEKVL AAVYKALSDH HIYLEGTLLK PNMVTPGHAC TQKFSHEEIA MATVTALRRT VPPAVTGITF LSGGQSEEEA SINLN
AINKC PLLKPWALTF SYGRALQASA LKAWGGKKEN LKAAQEEYVK RALANSLACQ GKYTPSGQAG AAASESLFVS NHA

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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