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10 [accossion[enenome] _____GeNo. | __pescription__
AKAP2_HUMAN||Q9Y2D5 AKAP2 9q31.3(|112542769..112934792||A-kinase anchor protein 2
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Click a modification site to display information in detail.
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Protein Sequence

MEIEVSVAEC KSVPGITSTP HPMDHPSAFY SPPHNGLLTD HHESLDNDVA REIRYLDEVL EANCCDSAVD GTYNGTSSPE PGAVVLVGGL SPPVHEATQP EPTERTASRQ APP
HIELSNS SPDPMAEAER TNGHSPSQPR DALGDSLQVP VSPSSTTSSR CSSRDGEFTL TTLKKEAKFE LRAFHEDKKP SKLFEDDEHE KEQYCIRKVR PSEEMLELEK ERRELIR
SQA VKKNPGIAAK WWNPPQEKTI EEQLDEEHLE SHKKYKERKE RRAQQEQLLL QKQLQQQQQQ PPSQLCTAPA SSHERASMID KAKEDIVTEQ IDFSAARKQF QLMENSR
QAV AKGQSTPRLF SIKPFYRPLG SVNSDKPLTN PRPPSVGGPP EDSGASAAKG QKSPGALETP SAAGSQGNTA SQGKEGPYSE PSKRGPLSKL WAEDGEFTSA RAVLTVVK
DD DHGILDQFSR SVNVSLTQEE LDSGLDELSV RSQDTTVLET LSNDFSMDNI SDSGASNETT NALQENSLAD FSLPQTPQTD NPSEGRGEGV SKSFSDHGFY SPSSTLGDS
P LVDDPLEYQA GLLVQNAIQQ AIAEQVDKAV SKTSRDGAEQ QGPEATVEEA EAAAFGSEKP QSMFEPPQVS SPVQEKRDVL PKILPAEDRA LRERGPPQPL PAVQPSGPIN M

EETRPEGSY FSKYSEAAEL RSTASLLATQ ESDVMVGPFK LRSRKQRTLS MIEEEIRAAQ EREEELKRQR QVLQSTQSPR TKNAPSLPSR TCYKTAPGKI EKVKPPPSPT TEGPSL|
QPDL APEEAAGTQR PKNLMQTLME DYETHKSKRR ERMDDSSVLE ATRVNRRKSA LALRWEAGIY ANQEEEDN

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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