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AKAP1_HUMAN||Q92667 AKAP1 17q922||55162453..55198710|/A-kinase anchor protein 1, mitochondrial
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Click a modification site to display information in detail.

| Siteno | Aminoacid | Type | Divison | petal |

Protein Sequence

MAIQFRSLFP LALPGMLALL GWWWFFSRKK GHVSSHDEQQ VEAGAVQLRA DPAIKEPLPV EDVCPKVVST PPSVTEPPEK ELSTVSKLPA EPPALLQTHP PCRRSESSGI LPN
TTDMRLR PGTRRDDSTK LELALTGGEA KSIPLECPLS SPKGVLFSSK SAEVCKQDSP FSRVPRKVQP GYPVVPAEKR SSGERARETG GAEGTGDAVL GEKVLEEALL SREHVL
ELEN SKGPSLASLE GEEDKGKSSS SQVVGPVQEE EYVAEKLPSR FIESAHTELA KDDAAPAPPV ADAKAQDRGV EGELGNEESL DRNEEGLDRN EEGLDRNEES LDRNEEGL
DR NEEIKRAAFQ IISQVISEAT EQVLATTVGK VAGRVCQASQ LQGQKEESCV PVHQKTVLGP DTAEPATAEA AVAPPDAGLP LPGLPAEGSP PPKTYVSCLK SLLSSPTKDS K
PNISAHHIS LASCLALTTP SEELPDRAGI LVEDATCVTC MSDSSQSVPL VASPGHCSDS FSTSGLEDSC TETSSSPRDK AITPPLPEST VPFSNGVLKG ELSDLGAEDG WTMD
AEADHS GGSDRNSMDS VDSCCSLKKT ESFQNAQAGS NPKKVDLIIW EIEVPKHLVG RLIGKQGRYV SFLKQTSGAK IYISTLPYTQ SVQICHIEGS QHHVDKALNL IGKKFK
ELNL TNIYAPPLPS LALPSLPMTS WLMLPDGITV EVIVVNQVNA GHLFVQQHTH PTFHALRSLD QQMYLCYSQP GIPTLPTPVE ITVICAAPGA DGAWWRAQVV ASYEETNEV

E IRYVDYGGYK RVKVDVLRQI RSDFVTLPFQ GAEVLLDSVM PLSDDDQFSP EADAAMSEMT GNTALLAQVT SYSPTGLPLI QLWSVVGDEV VLINRSLVER GLAQWVDSYY
TS

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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