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[ © [Accession[GeneName|____ChvNo. | Description __|
AIM1_HUMAN|/Q9Y4K1 AIM1 6021|/106959730..107018326||Absent in melanoma 1 protein
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Click a modification site to display information in detail.

Protein Sequence

MEKRSSGRRS GRRRGSQKST DSPGADAELP ESAARDDAVF DDEVAPNAAS DNASAEKKVK SPRAALDGGV ASAASPESKP SPGTKGQLRG ESDRSKQPPP ASSPTKRKGR

SRALEAVPAP PASGPRAPAK ESPPKRVPDP SPVTKGTAAE SGEEAARAIP RELPVKSSSL LPEIKPEHKR GPLPNHFNGR AEGGRSRELG RAAGAPGASD ADGLKPRNHF GVG
RSTVTTK VTLPAKPKHV ELNLKTPKNL DSLGNEHNPF SQPVHKGNTA TKISLFENKR TNSSPRHTDI RGQRNTPASS KTFVGRAKLN LAKKAKEMEQ PEKKVMPNSP QNGVL

VKETA IETKVTVSEE EILPATRGMN GDSSENQALG PQPNQDDKAD VQTDAGCLSE PVASALIPVK DHKLLEKEDS EAADSKSLVL ENVTDTAQDI PTTVDTKDLP PTAMPKPQ
HT FSDSQSPAES SPGPSLSLSA PAPGDVPKDT CVQSPISSFP CTDLKVSENH KGCVLPVSRQ NNEKMPLLEL GGETTPPLST ERSPEAVGSE CPSRVLVQVR SFVLPVESTQ D
VSSQVIPES SEVREVQLPT CHSNEPEVVS VASCAPPQEE VLGNEHSHCT AELAAKSGPQ VIPPASEKTL PIQAQSQGSR TPLMAESSPT NSPSSGNHLA TPQRPDQTVT NGQ

DSPASLL NISAGSDDSV FDSSSDMEKF TEIIKQMDSA VCMPMKRKKA RMPNSPAPHF AMPPIHEDHL EKVFDPKVFT FGLGKKKESQ PEMSPALHLM QNLDTKSKLR PKRAS
AEQSV LFKSLHTNTN GNSEPLVMPE INDKENRDVT NGGIKRSRLE KSALFSSLLS SLPQDKIFSP SVTSVNTMTT AFSTSQNGSL SQSSVSQPTT EGAPPCGLNK EQSNLLPD
NS LKVFNFNSSS TSHSSLKSPS HMEKYPQKEK TKEDLDSRSN LHLPETKFSE LSKLKNDDME KANHIESVIK SNLPNCANSD TDFMGLFKSS RYDPSISFSG MSLSDTMTLR

GSVQNKLNPR PGKVVIYSEP DVSEKCIEVF SDIQDCSSWS LSPVILIKVV RGCWILYEQP NFEGHSIPLE EGELELSGLW GIEDILERHE EAESDKPVVI GSIRHVVQDY RVSH

IDLFTE PEGLGILSSY FDDTEEMQGF GVMQKTCSMK VHWGTWLIYE EPGFQGVPFI LEPGEYPDLS FWDTEEAYIG SMRPLKMGGR KVEFPTDPKV VVYEKPFFEG KCVELET
GMC SFVMEGGETE EATGDDHLPF TSVGSMKVLR GIWVAYEKPG FTGHQYLLEE GEYRDWKAWG GYNGELQSLR PILGDFSNAH MIMYSEKNFG SKGSSIDVLG IVANLKE

TGY GVKTQSINVL SGVWVAYENP DFTGEQYILD KGFYTSFEDW GGKNCKISSV QPICLDSFTG PRRRNQIHLF SEPQFQGHSQ SFEETTSQID DSFSTKSCRV SGGSWVVY

DG ENFTGNQYVL EEGHYPCLSA MGCPPGATFK SLRFIDVEFS EPTIILFERE DFKGKKIELN AETVNLRSLG FNTQIRSVQV IGGIWVTYEY GSYRGRQFLL SPAEVPNWYE FS
GCRQIGSL RPFVQKRIYF RLRNKATGLF MSTNGNLEDL KLLRIQVMED VGADDQIWIY QEGCIKCRIA EDCCLTIVGS LVTSGSKLGL ALDQNADSQF WSLKSDGRIY SKLKP
NLVLD IKGGTQYDQN HIILNTVSKE KFTQVWEAMV LY

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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