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[ [Accession[GeneName] ____cheNo. |
AIFM1_HUMAN|(095831 AIFM1 Xq26.1(/129263337..129299861||Apoptosis-inducing factor 1, mitochondrial
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Click a modification site to display information in detail.

[ siteno | Aminoacia | Type | owision |

Protein Sequence

MFRCGGLAAG ALKQKLVPLV RTVCVRSPRQ RNRLPGNLFQ RWHVPLELQM TRQMASSGAS GGKIDNSVLV LIVGLSTVGA GAYAYKTMKE DEKRYNERIS GLGLTPEQKQ K
KAALSASEG EEVPQDKAPS HVPFLLIGGG TAAFAAARSI RARDPGARVL IVSEDPELPY MRPPLSKELW FSDDPNVTKT LRFKQWNGKE RSIYFQPPSF YVSAQDLPHI ENGG
VAVLTG KKVVQLDVRD NMVKLNDGSQ ITYEKCLIAT GGTPRSLSAI DRAGAEVKSR TTLFRKIGDF RSLEKISREV KSITIIGGGF LGSELACALG RKARALGTEV IQLFPEKGN
M GKILPEYLSN WTMEKVRREG VKVMPNAIVQ SVGVSSGKLL IKLKDGRKVE TDHIVAAVGL EPNVELAKTG GLEIDSDFGG FRVNAELQAR SNIWVAGDAA CFYDIKLGRR

RVEHHDHAVV SGRLAGENMT GAAKPYWHQS MFWSDLGPDV GYEAIGLVDS SLPTVGVFAK ATAQDNPKSA TEQSGTGIRS ESETESEASE ITIPPSTPAV PQAPVQGEDY G
KGVIFYLRD KVVVGIVLWN IFNRMPIARK IIKDGEQHED LNEVAKLFNI HE

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing

15/10/23 15:23



